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XAC PINH CAC KIEU GENOTYPE VA MOI LIEN QUAN GIU’A SU
PHAN BO KIEU GEN VO1 MOT SO PAC PIEM DICH TE HOC
TREN BENH NHAN VIEM GAN C MAN TiNH PIEU TRI TAI NGHE AN

Nguyén Viin Phuc!, Lé Vin Hung!, Truong Viin Loi!

TOM TAT

Muc ti€u: Xac dinh cac ki€u genotype va mdi lién
quan glu’a sy phan bo kiéu gen vdi dic diém dich té
hoc trén bénh nhan viém gan C man tinh. P&i tugng
va phuadng Phap nghlen clru: bénh nhan dugc
chan doan mac virus viém gan C man tinh tai Bénh
vién Hiru nghi da khoa Nghé An trong giai doan tU
01/08/2022 " dén 31/07/2023 du’dc thuc h|en xét
nghlem genotype bang ky thuat giai tr|nh tu gen. Két
qua Trong tong s6 98 bénh nhan vién gan C dugc
xét nghiém xac dinh kiéu ~gen bang ky thudt giai trinh
tu gen, genotype 1 ¢ 47 bénh nhan (47, 9/0),
genotype 6 c6 43 bénh nhan (43, 8%), genotype 2 co
01 bénh nhan (0,01%) va 07 bénh nhan (0.07%)
khong xac dinh dugc kiu gen. Trong nhém bénh
nhan xéac dinh dudc genotype, subtype 1b chiém ty Ié
I6n nhat vdi 36 trudng hop (37%), ti€p theo Ié
subtype 6a vGi 30 trudng hdp (31%), subtype la co
11 truGng hop (11%). Khong c6é moi lién quan gitra
genotype va subtype HCV véi db tudi, gldl tinh va khu
vuc dia ly. K&t luan: Genotype 1 chlem ty 1é cao
nhat, trong d6 subtype 1b chiém uu thé&. Khong cé
moi I|en quan gufa genotype, subtype véi dic diém
gidi tinh, do tudi va khu vuc dia ly. 7o’ khoa: HCV
genotype giai trinh tu gen, Viém gan C, subtype HCV

SUMMARY

IDENTIFY GENOTYPES AND THE RELATIONSHIP
BETWEEN GENE TYPE DISTRIBUTION WITH
SOME EPIDEMIOLOGICAL CHARACTERISTICS
IN CHRONIC HEPATITIS C PATIENTS

TREATED IN NGHE AN

Objective: Identify genotypes and the
relationship between genotype distribution and
epidemiological characteristics in patients with chronic
hepatitis C. Research subjects and methods:
patients diagnosed with chronic hepatitis C virus at
Nghe An General Hospital in the period from August 1,
2022 to July 31, 2023 were tested for genotype. using
gene sequencing technology. Results: Among a total
of 98 patients with hep C who were tested to
determine their genotypes using gene sequencing
technology, genotype 1 had 47 patients (47.9%),
genotype 6 had 43 patients (43.8). %), genotype 2
had 01 patient (0.01%) and 07 patients (0.07%)
whose genotype could not be determined. In the
group of patients whose genotype was determined,
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subtype 1b accounted for the largest proportion with
36 cases (37%), followed by subtype 6a with 30 cases
(31%), subtype la with 11 cases (11%). There is no
association between HCV genotype and subtype with
age, gender and geographical area. Conclusion:
Genotype 1 accounts for the highest proportion, in
which subtype 1b predominates. There is no
relationship between genotype, subtype and gender,
age and geographical area. Keywords: HCV genotype
gene sequencing, Hepatitis C, HCV subtypee

I. DAT VAN DE

Bénh viém gan virus C (VGVRC) da dudc xac
dinh trong han 3 thap ky qua, theo bao cao cua
T6 chic Y t€ Thé gidi (WHO), udc tinh cd
khoang 1 triéu ngugi & Viét Nam dang s6ng vdi
bénh VGC man tinh can diéu tri. Can bénh nay
cling dat ra ganh nang rat I6n 1én nang luc va
nguon luc cta hé thong y t€ Viét Nam.

Theo phan loai cua thé gidi, hién nay HCV
gobm 7 kiéu genotype (1, 2, 3, 4, 5, 6 va kiéu
khac/hon hgp), kém theo do la hang tram duGi
ki€u gen (subtype). Tai Viét Nam, kiéu gen 1 va
6 la hai ki€u gen phé bién nhét tai nudc ta, trong
do kiéu gen 6 chiém khoang 52,7% - 87,6% va
kifu gen 1 la 6,7% - 30,4%. Tuy nhién cac
nghién ctu ki€u genotype, subtype chi yéu dugc
thuc hién & khu vuc phia Nam, trong khi d6 dit
liéu tai Mién Bac con kha khiém ton.

Viéc xac dinh thanh phan va ty I1é HCV trong
nhom bénh nhan diéu tri bénh vién HNDK Nghé
An la can thiét d&€ han ché viéc lay lan cac kiéu
gen, dudi ki€u gen mdi vao quan thé ngudi Viét
Nam. Trén cd sG dd, ching toi dé xuat nghién
cliu "Xdc dinh cdc kiéu genotype va moi lién
quan gida su’ phdn b6 kiéu gen vdi dsc diém
dich té hoc trén bénh nhan viém gan C man tinh
tai Nghé An”.

Il. DOI TUQNG VA PHUONG PHAP NGHIEN CUU

2.1. Poi tugng nghlen clru: bénh nhan
dugc chan dodn mac virus viém gan C man tinh
tai Bénh vién H{ru nghi da khoa Nghé An trong
giai doan tir 01/08/2022 dén 31/07/2023.

2.2. Phudong phap nghién clru: thiét ké
nghién cru Hoi ctu, cat ngang mo ta.

Xr ly s6 liéu: toan bd s6 liéu s dung
phuong phap théng ké y sinh hoc, phan tich cac
két qua thu dugc theo chuang trinh Excel 2016.

2.3. Phuong phap tién hanh: Cac
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genotype cta HCV dudc xac dinh dua trén phan
tich trinh tu gen NS5B — mot doan RNA bao tha
thudc vung 16i cia genome HCV.

Ly trich RNA va téng hgp cDNA: RNA cula
virus sau khi dugc tach chiét (bo kit cla hang
Sacace Biotechnologies) sé dugc thuc hién phan
(’ng sao chép ngudc (Revert transcriptase) dé
chuyén sang dang cDNA. Cac cDNA sau dé dugc
dung lam khuén d€ nhén doan NS5B bdng cip
moi NS5B-out-F/NS5B-out-R 5 (Nested PCR vong
1) va cap moi NS5B-in-F /NS5B-in-R (Nested PCR
vong 2).

Bang 1. Trinh tu’ nucleotide cua hai cap
moi NS5B-Out-F/ NS5B-Out-R va NS5B-In-

F/ NS5B-In-R
Tén - ~ S5
moi Trinh tu moi base

NS5B- 5

GAGYHTTCACGGADGCTATGACYAG| 29

OUt-F 1

GTA-3
NS5B- 5
GACASGCTGTGAWAWATGTCBCCC| 28
Out'R 1
CCG-3

NS5B-| o1 GACYTSGAGYTSATAACATC-3' | 20
In-F ) :

NIEEE' 5'-ADTGGAGTGAGTTTKAGCTT-3. | 20

(R: Pyrimidine C hoac T; W: A hoac T; Y: Purine
A hoac G)

Phan &rng PCR phién ma ngugc (RT-PCR) tao
cDNA: Hai cap moi dugc thiét ké dac hiéu vdi
trinh tu gene dich NS5B c6 trinh ty' nhu bang 1.
Chuén bi hon hgp Master mix gom céac thanh
phan Random primer mix, M — MuLV Reaction
Mix (2X), M — MuLV Enzyme Mix (10X), Nuclease
free water. Sau d6 hat Master mix vao tirng 6ng
PCR tuong (ng véi cdcmau bénh phdm, chiing
duong va chiing 4m. Chuyén cac 6ng PCR vao
may luan nhiét va cai dat theo chu trinh sau

Nhiét do Thai gian S0 chu ky
950C 5 phut 1
95 oC 15 giay
45 °C 30 giay 40
72 °C 1 phut
72 0C 10 phdt 1

San pham Nested PCR vong 1 tiép tuc lam
khuon cho phan 'ng vong 2. Thanh phan phan
Ung Nested PCR vong 2 bao gém GoTaq Green
Master Mix 2X, Primer F (10uM): NS5B-in—F,
Primer R (10puM): NS5B-in-R, San phdm PCR
vong 1, Nuclease free water. Chuyén cac 6ng
PCR vao may luan nhiét va cai dat theo chu
trinh. (Bang 4)

Bang 4: Chu trinh nhiét Nested PCR

vong 2
Nhiét do Thai gian S0 chu ky
950C 5 phit 1
95 oC 15 giay
50 °C 30 gidy 40
72 °C 1 phiit
72 0C 10 phdt 1

Cac mau sau khi da hoan tat Nested PCR
dugc dién di trén gel agarose dé kiém tra san
phdm. Dién di vdi cudng do6 dong dién 135V
trong 25 phut, doc va phan tich két qua dién di
trén may soi gel. San phdm PCR sau khi kiém tra
trén gel agarose 2% sé& dugc tinh sach bang bd
kit ExoSAP-IT™ PCR Product Cleanup Reagent.

Phan ing PCR Sequencing: St dung bd sinh
pham BigDye Terminator V3.1 Cycle sequencing
dé thuc hién phan ('ng PCR. Chuyén cac éng
PCR vao may luan nhiét va cai dat theo chu trinh
(Bang 5)

Bang 5: Chu trinh nhiét phan irng PCR

Sequencing
Nhiét do Thdi gian S0 chu ky
960C 1 phit 1
960C 10 gidy
500C 5 giay 25 (1°C/giay)
60°C 3 Phut

(bang 2).
Bang 2: Chu trinh nhiét PCR phién ma
nguoc
Nhiét do Thgai gian
250C 5 phut
42°C 60 phut
80 °C 4 Phut

Phan (ng Nested PCR: Thanh phan phan
ng Nested PCR nhan cDNA clia HCV (vong 1)
dugc chuén bi bao gdbm GoTaq Green Master Mix
2X, Primer F (10uM): NS5B-out-F , Primer R
(10uM): NS5B-out-R, cDNA, Nuclease free water.
Chuyén cac dng PCR vao mdy ludn nhiét va cai
dat theo chu trinh (Bang 3)

Bang 3: Chu trinh nhiét Nested PCR
vong 1
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Tinh sach san phdm PCR dé& giai trinh tu
gene: S dung bd sinh phdm BigDye
XTerminator™ dé thuc hién tinh sach san phdm PCR

Phan tich trinh tv RNA HCV xac dinh
genotype: Két qua giai trinh tu vung NS5B thudc
genome cla HCV thu dugc dugc phan tich so
sanh vdi cac trinh tu trén ngan hang gen qudc té
GenBank  theo  chuong  trinh  BLAST
(http://www.ncbi.nlm.nih.gov/BLAST). K&t qua
Blast phai cho trinh tu tugng dong giita HCV mau
va HCV tham khao = 95%. Trong truGng hgp trinh
tu’ tuong dong <95%, thi kiém tra ty Ié cac type,
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néu type nao chiém ty I& cao (>2/3) thi cd thé két
ludn mau HCV tudng dong vai type do. Két qua
Blast co ty 1€ tuong dong thap (<90%) va khong
¢ type nao chiém ty Ié qua 2/3 thi két qua doé
“Khéng cd gia tri” va phai lam lai.

Il. KET QUA NGHIEN CU'U

3.1. Pic diém chung cia nhém bénh
nhan nghién clru. Dic diém nhém nghién clu
theo tudi va gidi tinh: Nam gidi chiém da phan ty
I& nhiém HCV véi 75/98 (76,5%) trong téng s6
mau nghién cfru, gap 3 lan s6 nit gigi (chi€ém
23.5%). Bénh nhan trong nghién cru nay cé do
tudi trung binh 1a 51.23+ 13.87, véi khoang tudi
tlr 18-84, chiing té dd tudi cia ngudi bénh trong
nghién clru nay kha tré. Trong do, dd tudi bénh
nhdn nam thdp hon kha nhiéu so véi dd tudi
trung binh clia bénh nhan nir (48,77 + 13.03 cla
nam so v@i 59,26 + 13.52 cua nit gigi). Theo
nhém tudi, phd bién nhét 1a nhdm tudi 40 — 60,
chiém 48/98 (48.9%) ca bénh, ti€p do la nhém
tudi > 60 vSi 30/98 (30.6%) ca bénh. Yéu t&
tudi va gidi tinh 6 lién quan chdt ché véi ty 1é
nhiém HCV véi p<0.03

P3c diém nhom nghién clu theo khu vuc dia
ly: Trong s6 98 bénh nhan diéu tri VGC tai bénh
viéen HNDK Nghé An, 96 bénh nhan VGC dugc
xac dinh dén t&r 16 huyén, thi xa va thanh phd
trong dia ban tinh; 02 trudng hdp & Ha Tinh.
Phan I6n bénh nhan VGC sinh séng tai TP. Vinh
chiém 21.4% (21/98), ti€p theo la cac huyén
Dien Chau 13.2% (13/98), Con Cubng 9.2%
(9/98), Quy Hop 8.2% (8/98), Tan Ky 7.1%
(7/98), Quy Chau 5.1% (5/98)...Cac huyén con
lai rai rdc moi ngdi tUr 2 dén 4 bénh nhan: TX.
Thai Hoa, TX. Clra LO. Hung Nguyén...

3.2. Khuéch dai gene NS5B, giai trinh
tv va xac dinh ki€u genotype, subtype
HCV. Khuéch dai gene NS5B bdng phan (ng
Nested PCR: Trén hinh anh dién di cho thay
doan gen NS5B cla HCV da dugc khuéch dai
mot cach dac hiéu khi sir dung hai cap moi
NS5B-out-F/ NS5B-out-R va NS5B-in-F/NS5B-in-
R, chi tao ra mot bang duy nhat. Cac bang dién
di sdng déng nhat, b déu, sac gon. Diéu nay
chirng to san phdm PCR cé chat lugng tdt va cb
thé sir dung d€ xac dinh genotype HCV. Kich
thudc san phdm PCR dugc déi chiéu trén thang
DNA chudn (Marker) tuong (ng véi du doan ly
thuyét cua vung gen dugc khuéch dai 530 bp.
Nhu vay, khi ti€n hanh khuéch dai vung gen
NS5B bdng phan (ing PCR, tat ca 98 mau nghién
cfu déu thanh cong 100% va tao bang cd kich
thudc 530bp gidng vdéi du doan ly thuyét.

Hinh 1: Két qua khuéch dai 530 bp ving
gen NS5B HCV bang phan irng PCR vdi cap
moi NS5B-out-F/ NS5B-out-R va NS5B-in-

F/NS5B-in-R

Giai trinh tu’ gene va xac dinh kiéu genotype,
subtype HCV: Tat ca cac phan Ung giai trinh tu
trong nghién clru déu dat chat lugng cao, tin
hiéu t6t khéng bi nhiem, dam bao chinh xac va
dd tin cdy cho két qua phan tich kiéu genotype
va subtype HCV. Két qua phan tich va so sanh
trinh tu gene NS5B cla mot s6 chung dai dién
vdi trinh tu cla cac ching dugc céng bd trén
ngan hang dir liéu gene qudc té€ GenBank.

Hinh 2: Hinh anh giai trinh tu dai dién gen
NS5B HCV
Bang 6: Két qua giai trinh tu’ gen NS5B
HCV so vdi cdc trinh tu co san trén
Genbank

Ty lé tuong | SO lugng mau | Chiém ty Ié
dong (mau) (%)
>95% 88 89.79%
<95% 10 10.21%
<90% 0 0%

Trong 98 mau nghién clu, cé 88 mau cho
két qua Blast cho trinh tu’ tuong dong gitra HCV
va HCV tham khdo 295% chiém 89.79%. C6 10
mau ty 1€ phan trédm tugng dong <95% chiém
10.21% va khong c6 mau nao co ty Ié tuong
ddng nho han 90%. Qua do cd thé thdy cac két
qua Blast khi so sanh su tugng dong giita mau
HCV trong nghién clu vdi trinh tu' trén ngan
hang gen NCBI c6 ty Ié phan trdm tugng dong
cao. K&t qua giai trinh tu' cho thay trong s6 cac
mau nghién cfu, khdng c6 mau nao déng nhiém
hoac mang hon hgp genotype. Nhu vay, hiéu
qua diéu tri sé rat tich cuc néu ap dung phac do
diéu tri theo tirng kiéu genotype nhu dudgc
khuyén céo.

Ki€u genotype va subtype HCV tai Bénh vién
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HNDK Nghé An: Trong 98 bénh nhan nhiém viém
gan C man tinh dugc nghién cru tai Bénh vién
HNDK Nghé An c6 3 nhom genotype dugc xac
dinh: genotype 1,6 va 2. C6 91 trudng hgp
(92.86%) xac dinh thanh céng ki€u 'gen HCV. C6
07 trudng hgp (7. 14%) khdng xac dinh dugc
kiu gen; khong cé trudng hop dong nhiém. Ty
Ié HCV genotype 1 cao nhat (47.9%), ti€p theo
la nhém genotype 6 vGi 43.8%, chi cd 01 trudng
hgp dugc xac dinh la genotype 2.

Phén bd ki€éu genotype, subtype HCV theo
do tudi trén nhdm bénh nhan VGC tai Bénh vién
HNDK Nghé An: Trong 2 nhom dugc xac dinh co
s6 lugng bénh nhan chiém da s6 91,8% (90/98)
la genotype 1 va 6 thi: Subtype 1b chi€ém ty Ié
I6n nhat 37 % (36/98 trudng hgp), ti€p theo la
subtype 6a véi 31% (30/98), subtype 1la chiém
11% (11/98). Véi kiéu genotype 1 thi subtype
1a, 1b dugc tim thdy & tat ca cac nhdm tudi, tuy
nhién chiém ty & cao nhat & nhdm tudi tir 40 —
60 tudi (21.4%). DGi vai kiéu genotype 6, hai
dudi nhdm 6a va 6e dugc xac dinh & tat ca cac
nhém tudi, tuy nhién dudi nhém 6i chi xuét hién
& nhém bénh nhdn 40 — 60 tudi va >60; 5
subtype con lai gém 6b, 6h, 6k, 6i va 6p chi chiém
ty 1€ rat nho (5.1%). Nhiing su khac biét nay
chua dién hinh va khéng cd y nghia théng ké.

IV. BAN LUAN

Hién nay, phuong phap xac dinh kiéu gen
HCV c6 thé dudc thuc hién bang phuong phap
real time PCR con nhi€u han ché nhu cé d6 ddc
hiéu thap, c6 nguy ccg ngoai nhiem va gay kho
khan trong viéc nhan dinh két qua. Trong khi dé,
phuang phap giai trinh tu gene dap (ng cac yéu
cau trén nhu cé do dac hiéu va dé nhay cao, cho
phép phan tich dén dugi nhom HCV. Qua dd, cd
thém nhiéu di liéu phan tich sdu han vé ngudn
gdc, dic diém cac vung gene HCV. PE tién hanh
xac dinh genotype, subtype ctia HCV, ching t6i
ti€n hanh thuc hién giai trinh tu ving gene NS5B
— san phdm phan (ng nested PCR thu dugc
truéc do. Trong nghién clfu nay, ching toi xac
dinh dugc 3 kiéu genotype HCV dang Iuu hanh
tai Bénh vién HNDK Nghé An bao gém genotype
1, 2 va 6 chiém ty I€ [an lugt la 47.9% (47/98),
0,01% (1/98), va 43,8% (43/98). Nhu vay
genotype 1 va 6 chiém dén 91,7% tong s6 ca
VGC man diéu tri tai Bénh vién HNDK Nghé An.
Trong s8 3 ki€u genotypes 1, 2 va 6 dudc xac
dinh, 7 kiéu HCV subtype d& dugc phat hién bao
gom 1a, 1b, 2a, 6a, 6e, 6b va 6i. Nhu vay, trong
sO cac genotype nay, genotype 6 cd su da dang
subtype cao nhat vdi 4 loai khac nhau, trong dé
subtype 1b chiém uu thé nhit (37% tdng sb
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subtypes), subtype 6a co ti |1é cao th( 2 véi 31%
(30/98), subtype 1a chiém 11% (11/98). Su
phan bd cac ki€u genotype va subtype khdng cd
su' khac biét dang k€ & cac nhdém dd tudi khac
nhau. Cu thé, kiéu subtype 1a, 1b dudc tim thay
& tat ca cdc nhom tudi, tuy nhién chiém ty I1é cao
nhdt & nhom tudi tir 40 — 60 tudi (21.4%). DGi
véi ki€u genotype 6, hai kiéu phu subtype 6a va
6e dugc xac dinh & tit ca cac nhdm tudi, tuy
nhién ki€éu phu 6i chi xudt hién & nhém bénh
nhan 40 - 60 tudi va >60; 2 subtype con lai gém
6b, 6i chi chiém ty |é rat nho (5.1%). Tai bénh
vién HNDK Nghé An, nhdm nghién clru dugc xac
dinh dén tir 16 huyén- thi xa khac nhau. 21.4%
bénh nhan VGC man tinh sinh s6ng tai TP. Vinh,
tiép theo & cac huyén Dién Chau 13.2%, Con
Cubng 9.2%, Quy Hgp 8.2% , Tan Ky 7.1%, Quy
Chau 5.1%... Cac huyén con lai rai rac moi nai tu
2 dén 4 bénh nhan: TX. Thai Hoa, TX. Clra LO.
Hung Nguyén... Cé thé thdy bénh nhan phan bd
chl yéu & trung tam thanh phd, trung tam kinh
té€ va mét phan I6n & khu vuc mién nui phia Tay
Nghé An, khu vuc ndng thén dong bang co ti 1&
it han. Mac du bénh nhan dén tu nhiéu khu vuc
khac nhau, két qua_nghién clru nay cling phan
anh mot phan dich t& hoc HCV déc trung G nhom
bénh nhan VGC man tinh dang sinh s6ng trén
dia ban. Cé thé nhan xét rang do mét dd lao
dong va su dich chuyén dinh cu vé khu vuc
trung tdm — noi thudn tién dé tiép can cd s
kham chira bénh, khién ty 1€ phat hién nhiem
HCV & thanh phd cao hon. Ngoai ra két qua
nghién clfu con cho thdy co6 mét s6 lugng Ién
bénh nhan dén tir cac huyén mién nui phia Tay
Nghé An nhu Qué Phong, Quy Chau, Quy Hap,
Con Cudng... diéu nay co thé Ii giai do khu vuc
van ton tai nhiéu té nan xa hoi, ngugi dan con
han ché hiéu biét vé viéc quan hé tinh duc an
toan — nhitng con dudng lay truyén chinh cla
virus viém gan C.

V. KET LUAN

Trong nghién clu nay ching t6i da xac dinh
dugc ty 1&é mac viém gan C man tinh tap trung &
nhdm tudi 40-60 chiém 48.9% (48/98), chl yéu
la nam gidi 76.5% (75/98). Bénh nhan dén tur 15
thanh phd, huyén va thi xa khac nhau & Nghé
An, trong dé TP Vinh chiém da s6 (21/98), mot ti
I& I6n khac dén tir cac huyén mién nui phia Tay
Nghé& An. Nghién ciu dd xac dinh dugc 3 kiéu
genotype 1,2,6, trong dé ki€u genotype 1,~6
chiém uu thé nhat chiém 91.7% toan b6 mau
nghién clru. Nghién cltu cling xac dinh ty 1é
nhiém HCV genotype 1 va genotype 6 co ty Ié
tugng dong, cho thay su’ khac biét so véi mot s
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nghién clu trudc day nhat la déi véi khu vuc
phia Nam. Nhém nghién clitu xac dinh dugc 7
kiu subtype. Subtype 1b chiém uu thé& (37%)
tugng dong véi mét s6 nghién clru trong nudc va
quoc té€. Nhitng khac biét vé phan b6 subtype
theo d6 tudi chua cd y nghia thdng ké.
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KHAO SAT LICH SU’ S DUNG THUOC KHANG SINH VA KIEN THU'C VE
PE KHANG KHANG SINH CUA SINH VIEN DU’Q’C TAI PAI HOC LAC HONG

TOM TAT

Tinh trang dé khang thudc khang sinh (KS) tai
Viét Nam dang ngay cang gia tang va tram trong.
Trudc van dé nay, B6 Y t€ nhan manh viéc gido duc
nang cao nhan thuc clia nhan vién y t€ co tam quan
trong dac biét vi ho la tuyén dau trong viéc bao vé
hiéu qua cla KS. Trong dod, dugc si vdi vai tro quan ly
va tu van s dung thuGc hop ly va hiéu qua, la mét
trong nhitng nhan t6 quan trong kiém soat dé khang
KS. Vi vay, kién thifc cla sinh vién dugdc vé van dé nay
can dugc quan tam. Do do6 nghién clu * Khao sat lich
st st dung thudc khang sinh va ki€n thic vé dé
khang khang sinh cua sinh vién Dugc tai Dai hoc Lac
HOng"” dugc thuc hién.. Nghién clfu da khao sat 277
sinh vién thudc nhém, bao gém: sinh vién nam 1, 2, 3
hé chinh quy va tugng dugng (nhdm 1) va sinh vién
nam 4, 5 hé chinh quy va tuong ducng (nhém 2).
Tinh hinh st dung thu6c KS khong c6 dan bac si cd ti
Ié cao & sinh vién nhém 2, tuy vay sinh vién nhém 2
thé hién t6t han vé kién thic st dung KS. Ti Ié sinh
vién nhan thiic ddng vé van dé dé khang KS cao han
G nhom 2, tuy nhién can luu y cé ti 1€ khoang 30%
sinh vién ca hai nhdm cho rang dé khang KS khéng
phai la van dé can d6i mat tai Viét Nam.
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HISTORY AND KNOWLEDGE OF
ANTIBIOTIC RESISTANCE OF PHARMACY
STUDENTS AT LAC HONG UNIVERSITY

Antibiotic resistance in Vietnam is increasing and
becoming more serious. Faced with this issue, the
Ministry of Health emphasizes that the awareness of
healthcare workers is especially important because
they are the front line in protecting the effectiveness
of antibiotics. In particular, pharmacists, who play a
role in managing rational and effective drug use, are
one of the important factors in controlling antibiotic
resistance. Therefore, pharmacy students' knowledge
on this issue needs attention. Therefore, the study " A
survey of antibiotic consumption history and
knowledge of antibiotic resistance of pharmacy
students at lac hong university" was conducted. The
study surveyed 277 students in the group, including :
1st, 2nd, 3rd year students (group 1) and 4th, 5th
year students (group 2). The use of antibiotics without
a doctor's prescription is high in group 2, however
group 2 demonstrate better knowledge of antibiotic
use. The percentage of students correctly aware of
the problem of antibiotic resistance is higher in group
2, however it should be noted that about 30% of
students in both groups believe that antibiotic
resistance is not a problem in Viet Nam.

I. DAT VAN DE

Dé khang thudc khang vi sinh vat (sau day
goi tat la DKKS) la kha ndng cta cac vi sinh vat
nhu vi khuén, vi rat, ndm hodc ky sinh trung c
thé sinh trudng vdi su’ hién dién cia mét loai KS
ma thdng thudng c6 thé giét chét hodc han ché
su’ phat trién clia chiing. DKKS la méi de doa 16n
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