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KHAO SAT TAI SAP XEP GENE IGH TREN BENH NHAN PA U TUY
TAI BENH VIEN TRUYEN MAU HUYET HQOC BANG KY THUAT PCR

TOM TAT

Muc tiéu: Khao sat cac kiéu tai sip xep (TSX) gen
IgH hién manh trén bénh nhan da u tly & Viét Nam
bang ky thuat PCR. Poi tugng: Nghién clftu dudc tién
hanh tren 43 bénh nhan da u tly dudc chan dodn tai
Bénh vién Truyen mau Huyét hoc thanh phd HB Chi
Minh trong khoadng thdi gian tir thang 6/2019 dén
thang 6/2021. Phuong phap nghién ciru: Mo ta
hang loat ca, st dung ky thuat Multiplex PCR dé khao
sat cac kleu tai sap x€p gen IgH. Két qua: Ti lé benh
nhan co b|eu hién manh cac kiu TSX gen IgH néu st
dung cac modi dugc thiét k& & ving gen Vh (FR1) 13
74,4%, néu khao sét thém ving gen Vh (FR2) thi tang
Ién 95,3% va néu khao sat ca 3 vung gen Vh
(FR1/2/3) thi 1én tGi 97,7%. Ket Iuan V|ec khao sat
ca 3 vung gen Vh (FR1/2/3) c6 thé glup xac dinh cac
kiéu TSX gen IgH biéu hién manh trén hau hét bénh
nhan da u tay.

Tur khoa: TSX gen IgH, da u tay, vung gen Vh (FR).

SUMMARY
DETECTION OF IGH GENE
REARRANGEMENTS IN MULTIPLE
MYELOMA PATIENTS AT BLOOD
TRANSFUSION HEMATOLOGY HOSPITAL
Objectives: Detection of IgH gene
rearrangements in Vietnamese multiple myeloma
patients using PCR technique. Subjects and
methods: A prospective study was conducted on 43
patients with newly diagnosis of multiple myeloma at
Blood Transfusion Hematology Hospital from June
2019 to June 2021. We detected IgH gene
rearrangements using Multiplex PCR technique.
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Results: The frequency of IgH gene rearrangements
were detected in 74.4% of patients using Vh (FR1)
primers, the rate of detection were consecutively
95.3% and 97.7% when we combine Vh (FR1/2)
primers and Vh (FR1/2/3) primers. Conclusions: By
combining three primers set were designed for three
FR regions, we could detect the IgH gene
rearrangements in the majority of myeloma patients.

Keyword: 1gH gene rearrengement, multiple
myeloma, FR region
I. DAT VAN DBE

ba u tuy la mot loai ung thu hé tao mau
thudng gdp & ngudi I16n tudi. Hién tai day van
xem la mét bénh chua thé chita khoi, 40% bénh
nhan sé tai phat sau khi dat lui bénh hoan toan,
20% sé tr vong trong vong 4 nam [8]. Nhiéu
loai thuéc mdi dugc ra dgi vdi nhiéu co ché tac
dong khac nhau, nhiéu phéc ddé mdi dugc thiét
k€ gilp cadi thién thgi gian sdng (OS) va thdi g|an
sdng khong tién trién bénh (PFS) Tuy nhién, van
khong tranh khdi két cuc cubi cung la bénh tai
phat, k€ c& & nhitng bénh nhan dat dugc mdrc
do lui bénh rat tét sau diéu tri. Diéu nay cho
thdy rang nhitng phuong phap diéu tri hién tai
khdng thé loai trir hoan toan cac t& bao ac tinh
ma chi lam gidm s6 lugng cac té bao ac tinh
xudng con rat thap va khéng thé phat hién dugc
bdng cac xét nghiém thong thudng. Chinh vi vay,
doi hoi can phai c6 nhitng ky thuat chuyén sau
vGi dd nhay cao hon dé cd thé phat hién dugc s
lurgng t€ bao ac tinh & mirc rat thap [4,6,9]. Hién
nay, ngay cang cé nhiéu ky thuat dugc phat
minh ra nham muc dich phat hién mot lugng rat
nhd cac t€ bao ac tinh con ton lvu (Minimal
residual disease — MRD). Mot s6 k¥ thuat nhu ky
thuat t€ bao dong chay (multiparameter flow
cytometry - MFC) dugc chudn hoda bai EuroFlow,
PCR chuyén biét trinh tu (allele- specific
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oligonucleotide polymerase chain reaction - ASO-
PCR) dugc chuan hda bdi EuroMRD [4,9]. Hién
tai, & Viét Nam, cac bénh nhan da u tly sau diéu
tri chi yéu dugc theo ddi MRD bang ky thudt
MFC. Viéc chi ép dung MFC dé theo doi MRD
trong da u tay cd nhitng han ché la chi theo doi
dugc & nerng bénh nhan c6 ghi nhan dugc kiéu
hinh mien dich dac trung cho tuong bao ac tinh
lic chan doan, tuy nhién, tudng bao ac tinh cé
thé thay doi k|eu hinh m|en dich sau diéu tri lam
méat ddu &n mién dich dé theo ddi MRD. Thém
vao do, tuong bao chét rat nhanh sau khi lay ra
khoi co thé lam anh hudng dén chat lugng mau
khi phan tich bang MFC. Ky thuat ASO-PCR dua
trén cac kiéu tai sdp xép (TSX) clia cac gen Ig 1a
mot ky thuat da dudc U'ng dung tai nhiéu nai
trén thé giGi d& danh gid MRD sau diéu tri trén
cac bénh ly ac tinh dong lympho [5]. O Viét
Nam, da c6 moét s6 nghién clru ’ng dung PCR
cac ki€u TSX gen Ig/TCR trén bénh nhan bach
cau cap dong lympho [1,2]. Tuy nhién, hién tai
van chua cd nghién cru nao & Viét Nam khao sat
cac ki€u TSX gen Ig trén bénh nhan da u tay
cling nhu &'ng dung ky thudt ASO-PCR dé danh
gid lui bénh trong bénh nhan da u tay. Vi th€,
ching téi d3 tién hanh khao sat cac kiéu TSX
gen Ig, khdi dau bang gen IgH, trén ngudi Viét
Nam dugc chédn doan da u tdy. Pay Ia tién dé
quan trong dé c6 thé ('ng dung ky thudt ASO-
PCR vao danh gid MRD dé cai thién viéc theo ddi
diéu tri bénh nhan da u tuy tai Viét Nam.

Il. DOI TUONG VA PHU'ONG PHAP NGHIEN CU'U
Phuong phap nghién ciru: Mo ta hang loat ca.
VH

'\I.fH—FR1 primers VH-FR2 primers

Doi tugng nghién cliru: Nhitng bénh nhan
méi dugc chdn dodn da u tdy tai bénh vién
Truyén mau Huyét hoc Thanh phd H6 Chi Minh
dua vao su hién dién cac déc diém chl yéu cua
bénh da u tdy theo tiéu chuin ctia IMWG [Error!
Reference source not found.] tir 06/2019 dén
06/2020.

Tiéu chuidn nhan bénh: tit ca nhitng bénh
nhan dugc chin dodn xac dinh da u tdy theo
titu chudn cia IMWG [Error! Reference
source not found.] va dong y diéu tri dac hiéu
tai Bénh vién Truyén mau Huyét hoc.

Tiéu chuln loai tru: cic bénh nhan tai
phat, khang tri, nhitng bénh nhan c6 bénh li ung
thu khac kém theo hodc bénh nhan da tirng hda
tri liéu trudc dé.

Quy trinh thu thap mau va thuc hién xét
nghiém:

Nhithg bénh nhan dugc chan doan so bd la
Pa u tly s& dugc choc hit dich tly xudng dé
lam bilan chan doan xac dinh bénh va phan chia
giai doan. Mau dich tiy xucng, thé tich 2ml,
dugc bao quan trong chat chéng déng EDTA va
chuyén dén phong thi nghiém. M3u tdy sau dé
dugc ly trich DNA bang bd kit ReliaPrep™ Blood
gDNA Miniprep System (Promega, My) theo
hudng dan cla nha san xuat, do do tinh sach va
nong d6 DNA bang may quang phg, sau do pha
lodng dé thu dugc ndng dd 50 ng/uL.

Mau DNA sau khi dugc pha lodng dat nong do
thich hgp sé dugc thuc hién phan (ng Multiplex
PCR st dung 3 t& hop moi dudc thiét k& tai cac
vung Vh (FR1/2/3) va vung Jh (Hinh 1).

DH JH

I —

JH primer

VH-FR3 primerls

VH family primers

IGH tube A & &
VHI-FR1 (1-2) (-252) GGCCTCAGTGAAGGTCTCCTGCAAG
VH2-FR1 (2-5) (-284) GTCTGGTCCTACGCTGGTGAAACCC
WH3-FR1 (3-7) (-256) CTGGGGGGTCCCTGAGACTCTCCTG

WVHA-FR1 (4-4) (-258) CTTCGGAGACCCTGTCCCTCACCTG

WHE-FR1 (5-51)(-255) CGGGGAGTCTCTGAAGATCTCCTGT
VHE-FR1 (B-1) (-263) TCGCAGACCCTCTCACTCACCTGTG
IGH tube B

VH1-FR2 (1-2) (-192) CTGGGTGCGACAGGCCCCTGGACAAM
WH2-FR2 (2-5) (-190) TGGATCCGTCAGCCCCCAGGGAAGG
WH3-FR2 (3-7) (-189) GGTCCGCCAGGCTCCAGGGAA
VH4-FR2 (4-4) (-188) TGGATCCGCCAGCCCCCAGGGAAGG
WHE-FR2 (5-51)(-190) GGGTGCGCCAGATGCCCGGGAAAGG
VHE-FR2 (6-1) (-194) TGGATCAGGCAGTCCCCATCGAGAG
WHT-FR2 (7) (-192) TTGGGTGCGACAGGCCCCTGGACAA
IGH tube C

WH1-FR3 (1-2) (-55) TGGAGCTGAGCAGCCTGAGATCTGA
WH2-FR3 (2-5) (-54) CAATGACCAACATGGACCCTGTGGA
WH3I-FR3 (3-7) (-57) TCTGCAAATGAACAGCCTGAGAGCC
VH4-FR3 (4-4) (~48) GAGCTCTGTGACCGCCGCGGACACG
WHES-FR3 (5-51)(-69) CAGCACCGCCTACCTGCAGTGGAGC
WHE-FR3 (6-1) (-63) GTTCTCCCTGCAGCTGAACTCTGTG

VHT-FR3 (7) (-69) CAGCACGGCATATCTGCAGATCAG

. IGH tubes A, B, and C

3
CCAGTGGCAGAGGAGTCCATTC (+57) JH consensus

Hinh 1: Vi tri va trinh tu cua cac doan moi Vh (FR1/2/3) va Jh trén gen IgH
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San pham PCR dugc dién di trén gel agarose
1,5% dé xac dinh c6 hay khdng kiéu TSX gen
IgH dac trung cho bénh nhan da u tly dua trén
kich thudc clia bang dién di. Sau khi xac dinh
dugc san phdm PCR muc tiéu, ching toi tién
hanh danh gid mic dd biéu hién dua trén dam
dd cta bang dién di theo thang diém tir 0 dén 5
nhu sau (Hinh 2):

« Diém 0: khong biéu hién

« Diém 1: biéu hién yéu

« Diém 2: biéu hién binh thudng

« Diém 3: biéu hién hoi manh

« Diém 4: biéu hién manh

« Diém 5: biéu hién rat manh

Hinh 2: Minh hoa thang diém danh gid mic
dd biéu hién cua cac kiéu TSX gen Ig dua trén
dd dam bang dién di san phdm PCR trén gel
agarose 1,5%.

Ghi nhan mic do bi€u hién cua cac ki€u TSX
gen IgH trén bénh nhan va so sanh véi mic do
bi€u hién tugng (ng trén ngudi binh thugng.
Chung toi tién hanh thuc hién phan (ng
Multiplex PCR véi cac t& hgp mdi Vh-Jh theo thir
tu tU Vh(FR1) dén Vh(FR2) va cubi cung la
Vh(FR3), néu ghi nhdn c6 biéu hién manh (4-5
diém) thi ding lai va ghi nhan lai két qua, néu
ghi nhan khéng ¢ biéu hién manh (0-3 diém),
thuc hién phan (ing PCR véi cac t& hgp mdi con lai.

Il. KET QUA NGHIEN cU'U

Chiing t6i d& thuc hién khao sat cac kiéu TSX
gen IgH trén 43 bénh nhan dugdc chan doéan da u
tay tai Bénh vién Truyén mau Huyét hoc thanh
phd HO Chi Minh véi dic diém bénh nhan nhu
sau (Bang 1):

Bang 6: Pac diém Iim sang va can Iam

Suy thanu(sll;englt/uljl)ne > 177 18 ca(41.9%)
Ton thuong xuong 43 ca(100%)

Ti |é tuong bao trén tay d6(%) | 47.9 = 27.5
19G 23 ca(53.5%)

20 IgA 7 ca(16.3%)

Thé bénh — =

Tict chuol nhe don |13 c(30.29%)

Giai doan I 5 ca(11.6%)
bénh (theo II 29 ca(67.4%)
RISS) I11 9 ca(20.9%)

Ching t6i da thuc hién phan (ng Multiplex PCR
sir dung cac moi dugc thi€t k€& tai cac vung Vh
(FR1/2/3) va vung Jh trén mau DNA dugc ly trich
tir tiy xuong cta bénh nhén Iic chdn doan, san
pham PCR dudc dién di trén thach agarose 1.5%
va ghi nhan mlc dé bi€u hién cac kiéu TSX gen
H dua trén dam do clia bang dién di (Hinh 3).

Hinh 3: Minh hoa két qua dién di sén phém PCR
khao sat vung gen Vh(FR2).

(P (positive): chimng duong; N (negative):
ching am; L (ladder): thang do 100bp; 1,2,3:
mau bénh nhan)

Nhén xét: tir két qua dién di san phdm PCR
trén cho thdy bénh nhan s6 1 va 3 ¢ biéu hién
manh (4 diém) ki€u TSX gen IgH, bénh nhan s&
2 khéng biéu hién kiéu TSX gen IgH dc trung.

Sau khi da thuc hién phan ng PCR, dién di
san phdm PCR va ghi nhan mic d6 biéu hién cac
ki€u TSX gen IgH cho tit ca mau cla 43 bénh
nhan, ching téi ghi nhan lai s& ca co biéu hién
manh cac ki€u TSX gen IgH nhu sau (Bang 2):

Bang 7: Ty Ié bénh nhédn co biéu hién
manh cac kiéu TSX gen IgH.

sang cua céc bénh nhan trong nghién ciru. . S6 bénh nhén biéu ‘1A
Pic diém Bénh nhan | | yp'ihata, | _hién manh kidu -(rfl’/.lf')!
F (N =43) TSX gen IgH (ca)

TuBi 1ic chan doan (tud)) 575 £ 9.3 Vh (FR1) 0 74,4

o Nam : ncr Vh (FR1/2) 41 95,3

_ Gidi tinh =0.8:1 Vh (FR1/2/3) 2 97,7
Thi€u mau (Hb <10 g/dl) |32 ca(74.4%) TU nhitng két qua trén cho thady, néu chi khao
Tang cald mau (cao han 0.25 mmol/Ll 5 ca(7%) sat viing gen Vh (FR1) c6 thé phat hién dugc cac
so véi nguBng gidi han trén) kiéu TSX gen IgH c6 bi€u hién manh & 32 bénh
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nhan, chiém ti Ié 74,4%. Néu khao sat thém
vung gen Vh (FR2) thi ti I&8 bénh nhan cd kiéu
TSX gen IgH biéu hién manh Ién dén 95,3%.
Con néu khao sat ca 3 vung gen Vh (FR1/2/3) thi
ti 1é bénh nhan ¢ cac kiéu TSX IgH bi€u hién
manh Ién t&i 97,7%. Chi c6 1 trong s6 43 bénh
nhan (2,3%) la khdng phat hién dugc ki€u TSX
gen IgH cd bi€u hién manh du d& khao sat ca 3
vung gen Vh (FR1/2/3).

IV. BAN LUAN

Tu két qua nghién clu, ching téi ¢ thé xac
dinh dudc cac ki€u TSX gen IgH biéu hién manh
G 74,4% bénh nhan néu chi khdo sat vung gen
Vh (FR1). Ti I€ nay gan tugng dudng véi bao cao
cla Aubin va cdng su (78% bénh nhan bénh ly
ac tinh dong lympho B dudc khao sat cd biéu
hién manh khi sir dung PCR v@i doan moi dugc
thiét k&€ & vung gen FR1) [1]. Tuy nhién, mot
bao cao khac cua tac gia Alejandro Medina khao
sat cac ki€u TSX gen IgH trén 413 bénh nhan da
u tay sr dung cac moi dugc thiét k€ & vung gen
FR1 d& ghi nhan 390 bénh nhan (94,4%) co biéu
hién manh don dong, cao han cé y nghia théng
ké so vGi ghi nhan ciling ching to6i [7]. Su’ chénh
léch ndy c6 thé do su khac biét vé ching téc da
tao ra nhitng déc diém sinh hoc riéng cua bénh
nhan da u tdy & ting nudc, tung khu vuc hay
ching téc khac nhau.

D€ ting ti 1& phat hién cac ki€u TSX cua gen
IgH, ching toi khao sat thém cac vung gen Vh
(FR2) va Vh (FR3). K&t qua, ching t6i cd thé xac
dinh dudc cac kiéu TSX gen IgH biéu hién manh
6 hau hét cac bénh nhan da u tdy dudc khao
sat, cu thé ti 18 nhitng bénh nhan c6 ki€u TSX
gen IgH bi€u hién manh dudc ghi nhan [an lugt
la 95,3% va 97,7% néu khao sat hai vung gen
Vh (FR1/2) va ca ba vung gen Vh (FR1/2/3).
Theo két qua nghién clfu cla Puig va cong su
trén 170 bénh nhan da u tdy, cd 130 bénh nhan
(76,5%) c6 bi€u hién manh don dong céc kiéu
TSX gen IgH, thap hon cé y nghia théng ké so
vGi khao sat cla chung t6i [9]. Trong nghién clru
clia Puig, su bi€u hién manh clia cac ki€u TSX
gen IgH dugc xac nhan lai bang ky thudt phan
tich phan doan (fragment analysis) dua trén két
qua dién di mao quan gilp xac dinh chinh xac
tinh don dong hon so véi dién di san phdm PCR
trén thach agarose. DPay cd 1€ la mot trong
nhitng Ii do ma ti Ié bi€u hién manh cac ki€u TSX
gen IgH trong nghién c(ru cla ching t6i cao hon
so v@i nghién clru cla Puig va cong su.

Pay la nghién clru budc dau khao sat cac kiéu
TSX gen Ig trén bénh nhdn da u tay Viét Nam,
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cu thé trong nghién clfu nay chidng téi mdi chi
khao séat cac ki€u TSX gen IgH nén chua xac
dinh dugc cac ki€u TSX gen Ig bi€u hién manh
trén toan bo bénh nhan. Vi vay, trong cac nghién
ctu ti€p theo ching toi sé ti€n hanh khao sat
thém céc ki€u TSX gen IgK va IgL dé ting ty I&
phat hién cac kiéu TSX gen Ig biéu hién manh
trén bénh nhan da u tdy. Ngoai ra, do trong
nghién clru nay ching tdi xac dinh cac kiéu TSX
gen IgH biéu hién manh dua trén két qua dién di
san phdm PCR nén dd chinh xac cé thé chua
cao, chadng han nhu trudng hop céc kiéu TSX
khac nhau nhung kich thudc san phdm PCR chi
khac nhau mot vai nucleotide thi sé khéng phan
biét dugc bang phuong phap dién di trén gel
agarose. Do do, trong nghién clu ti€p theo
chidng t6i s€ sir dung phudng phap phan tich
phan doan dé xac dinh chinh xac tinh don dong
clia céc kiu TSX gen IgH biéu hién manh. Két
qua cua nghién cltu nay la tién dé quan trong
cho nhitng nghién clu sau, cu thé khi da xac
dinh dugc kiéu TSX gen Ig biéu hién manh thi
chiing ta s& tién hanh giai trinh tu’ san phdm PCR
d€ xac dinh ki€u TSX gen va trinh tu ving ndi
dac trung cGa bénh nhan. Sau do, si dung
ching dé& lam d&u &n phan t& theo dbi diéu tri
cho bénh nhan dugc chinh xac va hiéu qua han.

V. KET LUAN

Bang su’ két hgp khado sat ca 3 vung gen Vh
(FR1/2/3), ching t6i cd thé xac dinh dudc cac
ki€u TSX gen IgH bi€u hién manh trén hau hét
bénh nhan da u thy. Tuy nhién, d€ cd thé xac
dinh chinh xac tinh don dong cla cac kiéu TSX
gen IgH biéu hién manh thi can phai thuc hién
thém phan tich phan doan.
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PANH GIA CHAT LUONG SONG CUA NGU'O'l BENH UNG THU VU
HER2-DU'O'NG TiNH TAI VIET NAM THEO THANG PO QLQ-C30

T6 Hué Nghi*, Tran Thi Yén Nhi*,

Nguyén Cao Pirc Huy*, Nguyén Thi Thu Thuy*

TOM TAT

P&t van dé: Ung thu va (UTV) da va dang trg
thanh méi quan tdm hang dau cla y té thé gldl day Ia
loai ung thu pho bién nhat trén phu nir. Viéc danh g|a
chat Iugng song (CLS) clia ngusi bénh UTV gilip bac si
can nhac hu’dng diéu tri, so sanh cac phuong phép
diéu tri hién hanh va danh gia cac phucng phap dleu
tri mai. Dé tai nay nham danh gla chat lugng song cla
bénh nhan ung_thu vU bdng bd cdu hdi chuyén biét
danh cho ngudi bénh UTV EORTC QLQ-C30. boi
tugng va phuong phap: Nghién ciu mo ta cat
ngang dua trén dir liéu thu thap tir phi€u khao sat va
ho s bénh an cla ngudi bénh UTV HER2 duagng tinh
diéu tri tai 6 bénh vién (BV) bao gom BV Bach Mai, BV
Ung Budu Ha Noi, BV K Trung Udng, BV Ung Bu‘du ba
Nang, BV Ung Beru Thanh pho HG Chi Minh va BV
Chg Ry. Nghlen cltu danh gla CLS béng thang do
QLQ-C30 va sir dung phep kiém thong ké phu hgp véi
do tin cay 95%. Két qua Mau nghién ctfu bao gém
338 nger| bénh nit v&i do tudi trung binh 53,87 *
9,97 tudi, phan I6n mAu thudc giai doan sém (55 7%)
va chua d| can (76,6%). Dua trén thang do QLQ-C30
nghién cltu ghi nhan diém CLS téng quat co g|a tri
trung b|nh 60,11 + 15,80. O thang diém churc nang,
cam xuc, thé chét va nhan thirc la 3 phuang dién co
s& diém cao nhat véi gia tri [an lugt 77,79 + 21,54;
75,35 = 17,75 va 74,11 £ 22,92, o] thang dlem trleu
cerng, khé kh3n t3i chinh va mat ngl 13 van dé phd
bién va ngh|em trong véi s6 diém kha cao (55,82 +
32,69 va 37,77 + 30,11; tuong (ng). Két luan:
Ngufd| benh ung thu vii HER2- -dudng tinh co chat
lugng sdng & mirc kha véi diém chat lugng song tong
quat 60,11 + 15,80 dlem Chiric nang thé chéat, cam
xuc va nhan thirc c6 diém s6 tuong doi tét, tuy "nhién
qua trinh diéu tri mang lai khd khan tai chinh cho

*Pai hoc Y Dugc Thanh phé HO Chi' Minh

Chiu trach nhiém chinh: Nguyén Thi Thu Thuy
Email: nguyenthuthuy@ump.edu.vn

Ngay nhan bai: 4.6.2021

Ngay phan bién khoa hoc: 3.8.2021

Ngay duyét bai: 12.8.2021

ngudi bénh. ]
T khoa: chat lugng s6ng, ung thu vi HER2
duang tinh, QLQ-C30.

SUMMARY
EVALUATING THE QUALITY OF LIFE OF
PATIENTS DIAGNOSED WITH HER2-
POSITIVE BREAST CANCER IN VIETNAM
BASED ON THE EORTC QLQ-C30 SCALE
Background: Breast cancer has become a leading
health concern worldwide, especially in women.
Evaluating the health-related quality of life (HR-QoL)
on patients helps clinicians to consider the optimum
treatment, compare the current with the novel
therapy. This study aimed to assess the HR-QoL of
breast cancer patients by using a specialized
questionnaire for cancer patients (EORTC QLQ-C30).
Materials and methods: A cross-sectional
descriptive study based on data collected from
questionnaires and medical records of HER2-positive
cancer patients treated at 6 hospitals including Bach
Mai hospital, Cho Ray Hospital, Ho Chi Minh City
Oncology Hospital, Da Nang Oncology Hospital, K
Hospital, Ha Noi Oncology Hospital. Results: The
survey sample included 338 patients with an average
age of 53.87 = 9.97 years old, most of which were in
early stage (55.7%) and had not yet metastasized
(76.6%). Based on the QLQ-C30 scale, the study
recorded an overall QoL score of 60.11 + 15.80.
Among the functional scale, emotional, physical, and
cognitive aspects had the highest score (77.79 +
21.54, 7535 £+ 17.75 and 74.11 + 2292,
respectively). In the symptom scale, insomnia and
financial struggle were reported to be the most
common and severe issues encountered during the
treatment with the score of 55.82 + 32.69 and 37.77
+ 30.11, respectively. Conclusion: HER2- positive
breast cancer has moderate level of health-related
quality of life. Physical, emotional, and cognitive
functions had relatively good scores, however cancer
treatment caused financial difficulties for patients
Keywords: quality of life, HER2-positive breast
cancer, QLQ-C30.
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