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sinh sau ti€u bang gidy; triéu chiing 1dm sang
viém am dao; giao hgp trong 1 thang trudc XN
la nhitng yéu t6 anh hudng dén GBS & thai phu.
V. KET LUAN

Ty 1€ nhiem GBS am dao — truc trang & thai

phu 36 — 38 tuan tai Bénh vién Phu san Quoc té

Sai Gon la 12,3%. Cac yéu t6 lién quan dén ty &
nhiém GBS 13 tudi cua thai phu (> 35) (OR 1,98,
KTC 1,14 - 3,45), Tién can viém am dao (OR
2,98, KTC 1,09 — 8,14), thai phu vé sinh sau tiéu
bang nudc (OR: 2,32; KTC: 1,07-4,99), triéu
chirng Idam sang viém am dao (OR 3,09, KTC 1,41
- 6,76), Giao hdp trong vong 1 thang trudc XN
(OR 2,79, KTC 1,14 - 6,83). Ampicillin, Penicillin,
Cefepime, Ceftriaxone, Linezoid va Vancomycin
nhay 100%. Khang sinh Tetracycline khang
100%; Erythromycin, Clarithromycin va Clindamycin
cd ty 18 khang [an Iuct 13 42,9%, 39,3% va
35,7%. Vi vay can tang cudng tam soat GBS &
nhitng thai phu c6 tudi tor 35 trd 1én. Tién can
viém am dao va triéu chiing lam sang viém am
dao la hai yéu t6 nguy cd lam gia tang kha nang
GBS dugang tinh & thai phu can dugc quan tam.
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MOI LIEN QUAN GIT'A MU'C PO BIEU HIEN FGA MRNA HUYET TUONG
VOTMOT SO PAC PIEM LAM SANG VA YEU TO NGUY CO'
O’ BENH NHAN UNG THU BIEU MO TE BAO GAN

TOM TAT

Muc tiéu: Khao sat méi lién quan gilra mdc do
biéu h|en F|br|nogen Chain A (FGA) mRNA huyet
tuong vGi mdt s6 dic diém 1am sang, yeu to nguy co
& bénh nhan (BN) ung thu bi€u md t&€ bao gan
(UTBMTBG) Poi tugng va phuong phap nghién
ciru: MO ta cat ngang 131 BN dugc chan doan
UTBMTBG tai Bénh vién Quan y 103 tir thang 5/2020
dén thang 6/2024. Xac dinh mdc do biéu hién FGA
mRNA huyét tuong bang ki thuat Semi- nested
Realtime-RT PCR va mai lién quan VGi dac diém 1am
sang, yéu td nguy ca. K&t qua: Khong co su khac biét
vé mirc do biéu hién FGA mRNA huyet tucong g|ufa cac
nhom yéu t6 nguy cd khac nhau va vdi cac triéu
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chiing lam sang khac ngoai trir cé su khac biét biéu
hién FGA mRNA vdéi trleu ching sot, p<0,05. K&t
Iuan Mirc d6 biéu hién clia FGA mRNA huyét tuong
o lién quan dén triéu cerng s6t. Chua ghi nhan moai
lién quan cla FGA mMRNA V§i yéu t6 nguy cd va cac
triéu ching lam sang khac 6 BN UTBMTBG. T khoa:
Ung thu biéu mé t& bao gan, FGA mRNA

SUMMARY
RELATIONSHIP BETWEEN SERUM FGA
mMRNA LEVELS WITH CLINICAL
CHARACTERISTICS AND RISK FACTORS IN

HEPATOCELLULAR CARCINOMA PATIENTS

Objective: To investigate the relationship
between plasma Fibrinogen Chain A mRNA levels and
several clinical characteristics and risk factors in
patients with hepatocellular carcinoma (HCC).
Subjects and methods: Cross-sectional study of 131
patients diagnosed with HCC at Military Hospital 103
from May 2020 to June 2024. Determination of plasma
FGA mRNA levels by Semi-nested Realtime-RT PCR
technique and survey of correlation with clinical
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characteristics. Results: There was no difference in
FGA mRNA expression level between different risk
factor groups and other clinical symptoms, except that
there was a difference in FGA mRNA level with fever,
p < 0.05. Conclusion: Serum FGA mRNA level was
associated with fever. There was no correlation
between FGA mRNA and risk factors and other clinical
symptoms in HCC patients.

Keywords: Hepatocellular carcinoma, FGA mRNA

I. DAT VAN DE

Theo dif liéu GLOBOCAN 2022, ung thu biéu
mo té bao gan la loai ung thu phé bién thdr 6 va
la nguyén nhan gay t’r vong lién quan dén ung
thu thudng gap didng thr 3 trén thé thé gidi.
Pay cling la loai ung thu diing hang dau veé ty 1€
tlr vong va dirng hang th( 2 vé ty 1é mac mdi &
Viét Nam [1].

P& chan doan UTBMTBG, siéu am, chup cit
I6p vi tinh va cdng hudng tir, cac xét nghiém
mau dinh lugng ddu an ung thu nhu Alpha-
fetoprotein, AFP-L3, Des-y-carboxy prothrombin
va sinh thiét gan dong vai trd quan trong trong
chan doan UTBMTBG [2], [3]. Nhitng ndm gan
day, sinh thiét Idng la moét phuong phap chan
dodan khong xam Ian day hira hen, véi ki vong sé
thay thé sinh thiét mé truyén thdng dé chan
dodn va tién lugng cac loai ung thu trong tucng
lai, trong d& RNA ngoai bao ndi 1én nhu mdt dau
an day tiém nang, cd tinh dac hiéu khéi u cao han
so V@i té bao u cling nhu DNA khdi u luu hanh.

Nam 2022, bang phuong phap giai trinh tu
toan bo RNA tu do trong mau Roskams-Hieter B.
va cs da ghi nhan FGA mRNA huyét tuong cd thé
phan biét bénh nhan UTBMTBG vdi bénh nhéan
Xd gan va ngudi khée manh, cho thdy day la dau
an tiém nang gilip chan doan va tién lugng bénh
nhan UTBMTBG [4]. Cd s& cla chlng t6i da xac
dinh dugc mic dé biéu hién FGA mRNA huyét
tuong va tién hanh nghién clfu nay nham muc
tiu: "Khdo sat mdi lién quan gitta muc dé biéu
hién FGA mRNA huyét tuong voi mét sé dac
diém I8m sang va yéu té nguy co & bénh nhén

Bang 2.1. Trinh tu’ méi va chirng néi

UTBMTBG".

Il. DOI TUONG VA PHU'ONG PHAP NGHIEN CU'U

2.1. Poi tugng nghién ciru. Gom 131 BN
UTBMTBG diéu tri noi trd tai Bénh vién Quan y 103
tir thang 5/2020 dén thang 6/2024.

- Tiéu chuan lva chon: Bénh nhan dugc chan
doan xac dinh UTBMTBG theo B0 y té Viét Nam
(2020) [5].

- Tiéu chuan loai tri; Bénh nhan da dudc
diéu tri, ddng mac cac loai ung thu khac va
khong déng y tham gia nghién clru.

2.2. Phudong phap nghién ciru B

- Nghién cl'u md ta, cdt ngang, chon mau
thuan tién.

- BN dugc danh gia cac yéu t6 nguy co, triéu
chifng lIam sang.

- Xac dinh mic dd bi€u hién FGA mRNA tai
Vién nghién ciu Y Dugc hoc Quan su, Hoc vién
Quan y théng qua cac budc:

+ Thu thdp 10mL mau tinh mach, chdng
déng bang EDTA. Tach RNA bdng QIAamp
Circulating Nucleic Acid Kit (Qiagen, Buc).

+ Khuéch dai FGA mRNA huyét tuong bang
ki thuat semi-nested RT-PCR clng vdi chiing noi
IC vdi trinh tu’ cac doan moi trong Bang 2.1. Sr
dung master mix la 1x HTOne Ultra RT-gPCR
Probe master mix (HT Biotec, Vietnam).

+ Phan U’ng vong 1 PCR trén may Applied
Biosystems 9800 FAST Thermal Cycler véi chu
trinh: sao ma ngudc & 25°C trong 2 phut, 55°C
trong 10 phat, 95°C trong 2 phuat. Khuéch dai
goém chu ki dau 95°C trong 15s, 63°C trong 30 s,
72°C trong 30s. Sau dé khuéch dai 18 chu ki
94°C trong 15s, 76°C trong 30s, 72°C trong 30s.

+ Phan ('ng vong 2 trén may Rotor-Gene Q,
chu ky dau 95°C trong 15 phut, sau d6 la 35 chu
ky 94°C 15s, 63°C trong 30s, va 72°C trong 30s.

+ Phan tich dudng cong ndng chay cta DNA,
mic dd biu hién FGA mRNA la ty 1& chiéu cao
dinh gen FGA va dinh gen IC.

Chu ky Mbi Trinh tv (5’ - 3")
Mdi xubi (FGA-Fo) CGACGTAAAACGACGGCCAGT-GAGAGGCGATTTTTCCTCAG
Vong 1 | Mo nauac (FGA-Ro) | CTGGCATATCATGACATACGACCTGA-CTGCTTCTCAGATCCTC
Xubi (IC-Fo) CGACGTAAAACGACGGCCAGT-ACTAGCGTGCCTTTGTAA
Ngugc (IC-Ro) CTGGCATATCATGACATACGACCTGA-GAGCGATACGAGCA
Mbi xubi (FGA-Fi) ACCGTGATAATACCTAC
Vong 2 Xubi (IC-Fi) CTCATTCGTTTCGGAAGAGC
Ngugc (U-Ri) CTGGCATATCATGACATACGACCTGA

Chirng nai (IC)

CGGCGTAATACGACTCACTATAGGGATGAACCGACGACGACTAC
AGCGTGCCTTTGTAAGCACAAGCTGATGAGTACGAACTTATGTAC
TCATTCGTTTCGGAAGAGCGGGCGGCTGCTCGCGGATACCCGTAC
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2.3. Xtr ly s0 liéu: X ly sd liéu bang phan
mém SPSS 25.0.
lll. KET QUA NGHIEN cU'U

Nghién clu khao sat trén 131 bénh nhan
UTBMTBG, ¢d trung vi tudi 1a 63, trong d6 nam
chiém 94,7%, nir chiém 5,3%.

3.1. Pac diém yéu té nguy co va lam
sang cua bénh nhan UTBMTBG

Bang 3.1. Phdn bé cac yéu té nguy co
nhém UTBMTBG (n=131)

Nhoém

Y&u td nguy co n (%)
HBV 108 (82,4)

HCV 8(6,1)
Lam dung rugu 21 (16,0)
Xd gan 62 (47,3)

Nhé&n xét: Yéu t6 nguy cd thudng gdp nhat
cla UTBMTBG la do nhiem HBV, chiém 82,4%.

CTCGGGTTTCCGTCTTGCTCGTATCGCTCGAGAACGCAAGTTCTGT
TAACGTGAGTCTTGTAAAACCTTCTTTTTACGTTTACTCTCGTGTTA
AAAATCTGAATTCTTCTAGAGTTCCTGATCTTC
Bang 3.3. Moi lién quan giifa FGA
mRNA vdi }{éil té'nguy co UTBMTBG
Pac diém Trung vi|(Q1-Q3)| p
Lamdung| Cd 0,59 |0,18-1,49 50,05
rugu | Khong | 0,29 |0,17- 1,63
Cé 0,35 |0,17-1,79
HBV I héng | 0,20 [0.11-061] %
Co 1,40 (0,54 -2,42
HCV  reng | 020 [0,17-1,46] %%
Co 0,28 1|0,17-1,63
Xogan raa T 036 |047-1.43] 00>

*Kiém dinh Mann-Whitney U
Nhan xét: Khong co su’ khac biét vé mirc do
bi€u hién FGA mRNA huyét tuong gilta cac nhdém
yéu t6 nguy ca khac nhau.
Bang 3.4. Moéi lién quan giiia FGA
mMRNA véi mét sé° dic diém 1dm sang &
bénh nhén ung thu biéu mé té bao gan

C6 47,3% bénh nhén UTBMTBG trén nén xd gan. Déc diém Trung \(l)i 3(;21-Q3) p
Co !
Chan &n — 020232 5 0,05
Khong 0,13 - 1,22
Pauha | C6 0,17 0.5
su'dn - : 0 34’ > 0,05
phai Khong 0,16’-1,81
, 3,10
Co !
‘ S5t : 250-389 i< 0,05
Biéu dé 3.1. Triéu chirng Idm sang nhom Khong 0,17 - 1,43
UTBMTBG (n=131) ) 0.99
Nhdn xét: Triéu chiing co néng thudng gép . Co (),20'_ 2,92
nhat 13 dau ha sudn phai chiém 43,5%. C6 téi | Vang da - 0,29 > 0,05
24,4% BN tinh cd phat hién bénh. Triéu chiing Khong 0,17 - 1,40
thuc thé thudng gdp nhét |a gan to chiém 12,2% X 0,36
va cf truéng chiém 11,5%. Co 0,09 - 1,90
3.2. Mirc d biéu hién FGA mRNA huyét | Ganto —— 0,33 > 0,05
tuong va maoi lién quan véi yéu té nguy co, Khong 0,17-1,57
mot sé dic diém lam sang & bénh nhan Tuan % 1,03
UTBMTBG ) hoan 0,25 - 2,50 > 005
Bang 3.2. Muc do biéu hién FGA mRNA bang hé | Khén 0,29 !
huyét tuong (n=131) : 9 0,16 - 1,40
Chi s0 Mirc d6 biéu hién FGA mRNA c6 0 2?,33 51
Trung vi 0,33 A 21 -2,
01— 03 0,17 - 1,57 sutcan = . 0,31 > 0,05
Min 0,05 0116 - 1119
Max 11,39 % 0,21
Nh3n xét: Miic do biéu hién FGA mRNA bau 0,15-1,80 > 0.05
huyét tuong cé trung vi 1a 0,33 Vi khoang t¢ fthugng vi Khéng 0,34 ’
phan vi 13 0,17 - 1,57. 0,17-1,52

121



VIETNAM MEDICAL JOURNAL N°2 - JANUARY - 2025

: 0,36
Co !
Phy | — 3200 s 0,05
Khong 0,17 - 1,45
: 0,52
Co !
Sao mach 0’1%;12’03
Khong 0,17 — 1,43
: 0,36
Co !
Lach to 0,2.3 '321'95 > 0,05
Khong 0,17 - 1,58
, 0,24
cs Co 013-140 | 4
trudng Khdn 0,34 !
9 0,17 - 1,59

* Kiém dinh Mann-Whitney U
Nhdn xét: C6 su khac biét mdc dd biéu
hién FGA mRNA vdi triéu chirng s6t. Khong cé su
khac biét gilra nbng d6 FGA mRNA vdi cac triéu
chirng 1am sang khac nhu chan an, gay sut can,
dau HSP, dau thugng vi, phl, sao mach, vang
da, gan to, lach to, tudn hoan bang hé va co
trudng.

IV. BAN LUAN

Gen FGA_ c6 vai tro ma hoda protein
fibrinogen chuoi A, mot trong 3 thanh phan cta
fibrinogen, mot yéu t6 dong mau quan trong
trong co thé ngudi dugc téng hop & gan. Trong
nghién c(u ndy, mirc do bi€u hién FGA mRNA &
nhom UTBMTBG cé trung vi (khoang gid tri) la
0,33 (0,17 - 1,57). Fibrinogen tang trong bénh
canh UTBMTBG Ia do ting tong hop bdi t& bao
ung thu gan va do tang phan (ng viém hé théng
[6].

Theo két quad cua bang 3.3, khong co su
khac biét vé bi€u hién FGA mRNA gitra hai nhém
BN cd nhiém va khoéng nhiém HBV, HCV, lam
dung rugu va xd gan, véi p > 0,05. Nhu vay,
két qua NC cla chung toi cling phu hgp vdéi
nghién clfu cla Zhang X. va cs (2017) va Wang
X.P. va CS (2017) déu cho thay tinh trang tang
fibrinogen huyét tuong khéng c6 mdi lién quan
dén cac yéu td nguy cd nhu nhiem HBV, HCV va
tinh trang lam dung rugu [7], [8].

Khi khao sat maGi lién quan gilta FGA mRNA
V@i cac triéu chiing Iam sang, nghién ciru khong
thdy mai lién quan gilta FGA mRNA véi cac triéu
chirng cd nang nhu chan an, sut can, dau HSP
va dau thugng vi... véi p > 0,05 ngoai trir sy
khac biét vé bi€u hién FGA mRNA gitra hai nhém
BN c6 triéu chiing s6t va khong co tri€u ching
sot, v@i p < 0,05. Tinh trang st la mot dap Ung

122

clia cd thé vdi tac nhan viém néi chung, chinh vi
vay tinh trang tdng FGA mRNA nay cd thé chi 1a
do phan (Ung tai thdi diém nhéat dinh. Trong cd
thé, fibrinogen bén canh la yéu t6 déng mau
cling dong thai la mot protein cua phan (ng
viém. Tuy s6 lugng bénh nhan co triéu chirng sot
trong nghién clu chi la 2 bénh nhan, nhung biéu
hién FGA mRNA & nhitng bénh nhan nay tang rat
cao so vdi nhitng bénh nhan khong c6 triéu
chirng s6t. Nghién cltu ciling chi ra khong c6 su
khac biét gitra bi€éu hién FGA mRNA véi cac triéu
chirng thuc thé nhu phu, sao mach, vang da,
gan to, lach to, tudn hoan bang hé va c6 trudng,
p > 0,05 (Bang 3.4).

V. KET LUAN

Khao sat méi lién quan gilta mdc d6 biéu
hién FGA mRNA huyét tuang véi ddc diém lam
sang va Yyéu t6 nguy cd & 131 bénh nhan
UTBMTBG, ching téi ghi nhdn: Mrc dé biéu hién
cla FGA mRNA huyét tugng cd lién quan dén
triéu ching s6t nhung chua ghi nhan mai lién
guan vdi yéu té nguy cd va cac triéu chirng lam
sang khac.
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KIEU HINH KHANG KHANG SINH CUA VI KHUAN
PSEUDOMONAS AERUGINOSA PHAN LAP TU’ MAU BENH PHAM POM
O’ NGU'O'I BENH TAI BENH VIEN QUAN Y 103 NAM 2022

TOM TAT

Muc tiéu: Nghién cu’u nham danh gia ki€u hinh
khang khang sinh ctia vi khudn Pseudomonas
aeruginosa gay bénh phan lap tu‘ bénh phan dom &
ngudi bénh diéu tri tai Bénh vién Quan y 103 ndm
2022. Poi tuong va phuong phap nghlen cltu:
Nghlen clru cat ngang dugc thuc hién tren cac ching
vi khuan P. aeruginosa phan lap tLr mau bénh pham
ddm cla ngerl bénh tai Benh vién Quan y 103 nam
2022. Két qua Trong tong sO 510 tac nhan gay bénh
phan Iap tUr bénh pham dom cua ngudi bénh tai Bénh
vién Quan y 103 ndm 2022 c6 101 (19,8%) chung P.
aeruginosa. Phan I16n s6 chung P. aeruginosa phan Iap
tr nguGi bénh = 66 tu0| (50,5%) va nam giGi
(77,2%). Phan tich két qua khang sinh do cho thay P.
aeruginosa cd ty Ié khang cao vdi hau hét cac khang
sinh thong thudng dudc thir nghiém (64,6%-79,6%),
ngoai trir collstln (100% nhay cam) Ty 1é khang
khang sinh clia cac chung Vi khuan phan lap G ngudi
bénh thudc trung tam Hoi sirc cap clu va Chdéng doc
(HSCCCP) thudng cao han 3 dén 4 [an so vdi cac khoa
khac. Ty lé chl]ng khang khang sinh va chung khang
da khang sinh § P. aeruginosa rat cao, lan lugt la
84,2% va 71,3%. Két ludn: Nghién ciu cho thay P.
aeruginosa phan Iap & bénh pham dom chia yéu &
ngudi bénh > 66 tudi va nam gidi. Ty 1& ching khang
khang sinh va va da khang khang sinh rat cao cla cac
chung P. aeruginosa dac biét tir ngerl bénh & Trung
tam HSCCCD. Két qua cho thay can phai thuc h|en cac
bién phap kiém soat nhiém khudn manh mé va phat
trién cac phac do diéu tri hiéu qua dé nang cao chat
lugng diéu tri va d6i phd vdi tinh trang khang thudc &
P. aeruginosa. Ter khéa: Khang khang sinh, da khang
khang sinh, Pseudomonas aeruginosa

SUMMARY

PROFILES OF ANTIMICROBIAL RESISTANCE

OF PSEUDOMONAS AERUGINOSA ISOLATED
FROM SPUTUM OF PATIENTS AT MILITARY

HOSPITAL 103 IN 2022
Objective: To investigate the antibiotic
resistance pattern of Pseudomonas aeruginosa
isolated from patients at the Military Hospital 103 in
2022. Subjects and Methods: A cross-sectional
studt was conducted on P. aeruginosa isolates from
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sputum samples of patients at Military Hospital 103 in
2022. Results: Of the 510 pathogens isolated from
sputum samples of patients at Military Hospital 103 in
2022, there were 101 (19.8%) P. aeruginosa strains.
Most of P. aeruginosa strains were isolated from
patients > 66 years old (50.5%) and males (77.2%).
Antibiogram analysis showed high resistance rates of
P. aeruginosa to most common antibiotics (64.6—
79.6%), except for colistin (100% sensitivity). The
antibiotic resistance rates of P. aeruginosa isolated
from patients in the Intensive Care Unit (ICU) were 3-
4 times higher than in other departments for most
tested antibiotics in this study. The study indicated
that the rates of antibiotic resistance (AMR) and
multidrug resistance (MDR) were high, at 84.2% and
71.3%, respectively. Conclusion: Our study revealed
that most P. aeruginosa strains were isolated from
patients > 66 years old (50.5%) and males (77.2%).
The rate of AMR and MDR of P. aeruginosa was very
high, especially in the isolates of patients in the ICU.
The study indicated the necessity for implementing
strict infection control measures and developing
effective treatment regimens to improve the quality of
treatment and to fight against antimicrobial resistance
of P. aeruginosa. Keywords: Antibiotic resistance,
multidrug resistance, Pseudomonas aeruginosa

1. DAT VAN BE

Nhiém khuén dudng hd hap dudi (NKDHHD)
la mét trong nhirng nguyén nhan hang dau gay
Ién bénh tat va tr vong trén toan cau, trong do
ngudi 18n tudi (>70 tudi) 1a nhdm cb ty 1é mac
bénh va tr vong cao nhat [3, 6]. Cac yéu to
chinh anh hudng dén NKDHHD bao gom: sy
phan b6 tac nhan gay bénh, tinh trang khang
khéng sinh cla vi khudn, su san c6 cla khang
sinh. Vi khuidn Pseudomonas aeruginosa la mot
trong nhitng tac nhan gady NKDHHD phd bién,
dac biét & nhCrng bénh nhan suy giam mien dich,
bénh nhan méac bénh man tinh. Ngoai ra, vi
khudn nay cé thé gay nhiém khuan tai nhiéu co
quan khac nhau cla co thé ngudi nhu nh|em
khuan huyét, nhiém khuan vét thucng, nhiém
khudn dudng tiét niéu [7]. P. aeruginosa la mot
vi khudn Gram am, hiéu khi, ¢4 kha néng sinh ra
cac doc t6 manh va khang lai nhiéu loai khang
sinh. Pay ciing la mo6t trong nerng vi khuan
thudc nhém ESKAPE thu®ng gdy nhiém khun
bénh vién (gbm Enterococcus faecium,
Staphylococcus aureus, Klebsiella pneumoniae,
Acinetobacter baumannii, Pseudomonas
aeruginosa, Enterobacter spp.). Cac vi khun
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