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cudi cling 13 bt vit x8p 6 chao.

4, Phuc hdi chiic ndng s6m dé tranh cing
khdp vai sau chan thudng nang.
5. Ton thuong cdu tric than kinh mach mau lién
quan phai dudc diéu tra ky luGng.

Il. KET LUAN

Su tdn thuong 3 hodc nhiéu hon 3 cdu tric
cla dai vai la mot chan thuang cuc ky hiém gap
do chan thudng ndng lugng cao. Chan thuang
néy thu‘dng lién quan dén cac chan thugng khac
va can dugc chdm sdc tich cuc cho nhém bénh
nhan nay. Lap k& hoach trudc phau thuat tét va
¢ dinh phau thuat thich hgp 1a rat quan trong
d€ mang lai k&t qud kha quan cho chic ning
khdp vai.
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LU’A CHON NHOM MICRORNA TIEM NANG TRONG CHAN POAN
UNG THU DA DAY TU’ NHI’NG €O’ SO’ DU’ LIEU HIEN CO

TOM TAT

Tong quan: Ung thu da day (UTDD) Ia ung thu
dl.rng ter 4 trong cac mét bénh ung thu vé ty Ié mic
mdi va du’ng thr 3 vé ty 18 tI vong lién quan ung thu
terdng gap tai Viét Nam. MlcroRNA (miRNA) tham gia
vao nhiéu qua trinh té€ bao bao gom tang sinh, biét
hoa, apoptosis va dong vai tro quan trong trong sinh
benh hoc clia UTDD. MiRNA c6 tinh on dinh cao trong
mau va do dé chan doan UTDD khéng xam Ian bang
cach sr dung miRNA luu hanh trong mau la mot bién
phdp day hda hen. Phudong phap: Danh phap
miRNA, chd thich trinh tu' va thong tin muc tiéu cd san
dugc ldy tir cac nén tang cd sG dir liéu san co nhu
miRBase, mirTarbase, miRCancer va KEGG. SU dung
cac cong cu tin sinh TargetScan va miRDB, phan tich
céc ¢ s@ dir liéu miRNA d3 thu thap dé phan nhém,
du bao cac mlRNA cé lién quan chat ché tdi UTDD
Két qua: Tong s& 449 miRNA dugdc trich xut tu
miRBase, mirTarbase va miRCancer, va 302 miRNA
dugc thu thap tir ca sG dir liéu KEGG lién quan tdi
UTDD. Sau phan tich 2 t&p dir liéu, 8 microRNA (bao
gém hsa-miR-144-3p, hsa-miR- 424- 5p, hsa-miR-34a-
5p, hsa-let-7f-5p, hsa-7a-5p, hsa-miR-421, hsa-miR-
196b-5p va hsa-miR-193a-3p) vugt qua phan tich lua
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chon clia Targetscan, va c6 diém CWCS> -0,4 trén
cong cu tin sinh miRDB cho thay lién quan chat ché tdl
UTDD. Két luan: Sau phan tich bang Targetscan va
miRBase, tim dugc mot s6 microRNA tiém nang co the
str dung dé thiét ke ngh|en cltu, danh gia gia tri cta
microRNA trong hd trg chan doan UTDD.

Tur khoa: microRNA tiém nang, ung thu da day,
database

SUMMARY
SELECTION OF POTENTIAL MICRORNA
GROUPS FOR GASTRIC CANCER

DIAGNOSIS FROM EXISTING DATABASES

Background: Gastric cancer (GC) ranks as the
4th most common cancer in terms of incidence and
the 3rd leading cause of cancer-related mortality in
Vietnam. MicroRNAs (miRNAs) are involved in various
cellular processes, including proliferation,
differentiation, and apoptosis, and play a critical role
in the pathogenesis of GC. Due to their high blood
stability, non-invasive diagnosis of GC using circulating
miRNAs is a promising approach. Methods: miRNA
nomenclature, sequence annotation, and target
information were retrieved from available database
platforms such as miRBase, mirTarbase, miRCancer,
and KEGG. Using bioinformatics tools TargetScan and
miRDB, collected miRNA databases were analyzed to
cluster and predict miRNAs closely associated with GC.
Results: A total of 449 miRNAs were extracted from
miRBase, mirTarbase, and miRCancer, while 302
miRNAs related to GC were obtained from the KEGG
database. After analyzing the two datasets, eight
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miRNAs (including hsa-miR-144-3p, hsa-miR-424-5p,
hsa-miR-34a-5p, hsa-let-7f-5p, hsa-7a-5p, hsa-miR-
421, hsa-miR-196b-5p, and hsa-miR-193a-3p) passed
the selection analysis in TargetScan and a CWCS score
> -0.4 in the miRDB bioinformatics tool, indicating a
strong association with GC. Conclusion: Following
analysis with TargetScan and miRBase, several
potential miRNAs were identified that could be utilized
for designing studies to evaluate their diagnostic value
in supporting GC diagnosis. Keywords: potential
microRNA, gastric cancer, database

I. DAT VAN DE

Ung thu da day (UTDD) la mét trong nhiing
bénh ung thu phd bién trén thé gidi, diing hang
dau trong cac loai ung thu dudng tiéu hoa. Theo
thong ké clia Globocan 2020, UTDD la loai ung
thu phd bién th( 5 va la nguyén nhan gay tor
vong di'ng hang thr 3 trong s6 cac ung thu. Viét
Nam nam trong khu vuc co ty 1é méc UTDD cao
nhat thé gidi, véi ty 1& 15,5/100.000 dan, ding
th(r 10 trén thé gdi. Nhitng ghi nhén vé tinh hinh
ung thu tai Viét Nam cho thdy UTDD ddng th 3
trong cac loai ung thu thudng gap.

MiRNA la RNA khong ma hdéa, dai 18-25
nucleotide cé vai trd quan trong trong nhiéu qua
trinh sinh hoc nhu tang sinh, biét hda va dap
Ung mién dich. Ching déng vai tro quan trong
trong qua trinh hinh thanh khéi u, dac biét la su
phat trién khdi u, di can, hinh thanh mach va cac
phan (rng mién dich khac[3]. Su thay déi mirc dd
bi€u hién ctia cdc miRNA ¢ thé lién quan dén su
phat sinh va tién trién cta khdi u ctia nhiéu loai
ung thu, trong dé c6 UTDD[3]. Cho dén nay,
mot s8 co sG dit liéu da dudc phat trién dé 1ap
danh muc thong tin di hinh clla miRNA, cac
mRNA muc tiéu clia ching va mdi lién quan cla
ching véi cac bénh nhu ung thu. Cac cd sé dir
liéu nhu miRBase, mirTarbase va miRCancer
cung cdp mot kho luu trlr day da vé danh phap
miRNA, chu thich trinh tu va théng tin muc tiéu
cd san trong bd gen cua cac loai khac nhau[1].
Bén canh d6, cac gen lién quan téi UTDD thong
qua cac con dudng tin hiéu ndi hodc ngoai bao,
dudc cap nhat thudng xuyén trén cd sé dif liéu
KEGG[7]. Tuy nhién, s6 lugng miRNA & cac ca sG
dif liéu nay qua Idn, va ching chua hoan toan
dugc xac thuc bang thuc nghiém. Do do, viéc sir
dung cac cong cu phan tich thong ké y sinh, dua
trén cac dir liéu hién c6 dé phan tich va du doan
mot s6 microRNA lién quan t&i UTDD la rat can
thiét, d& khu trd va tap trung vao 1 s6 microRNA
tiém ndng, c6 thé sir dung phat trién trong céc
nghién cfu truc ti€p. Do dé, chung téi thuc hién
nghién clru nay d€ thu hep pham vi miRNA
nghién ctu va lua chon mét nhdm nho cac miRNA

tiém néng trong chan doan ung thu da day, phuc
vu cho nhirng nghién cru thuc nghiém.

I1. DOI TUONG VA PHU'O'NG PHAP NGHIEN CU'U

Tat ca cac microRNA lién quan dén UTDD da
dudgc bao cdo trudc day cho ca bo gen cla ngudi
dugc lay tur nhiéu cg s@ dir liéu khac nhau nhu
miRbase, mirTarbase va miRCancer. Cac miRNA
trung lap da dudc loc ra. Cac gen gay UTDD
theo cac dudng truyén tin hiéu khac nhau nhu
ERK, PI3K, WNT, TGFB dudc lay tur cd sé dit liéu
KEGG. Téng cdng cé 18 gen muc tiéu gdy UTDD
dudgc sir dung dé truy xudt ngugc microRNA diéu
hoa bang cach sir dung miRDB [1]. C6ng cu nay
xac dinh muc tiéu miRNA bang cach phan tich
hang nghin gen diéu hoa miRNA va cac tinh
nang nay dudgc s dung dé hudn luyén mé hinh
du doan muc tiéu tin sinh hoc bang hoc may.
Cubi cung nhitng microRNA chung dugc chon
lam cg sé dir liéu cho nghién cru cia chung toi.

Quy trinh thuc hién (Hinh 1): Budc 1: Tai
xudng danh sach miRNA lién quan dén UTDD tur
3 cd s@ dif liéu miRBase, mirTarbase, miRCancer.
Budc 2: Thu thap cac gen gay UTDD theo 3 con
dudng tin hiéu trén cc sd dit liéu KEGG: TGF-B,
WNT, EGFR. Budc 3: SU dung cong cu tin sinh
miRDB dé tuy xudt ngugc miRNA diéu hoa tir cac
gen gay UTDD da thu thap tir budc 2.Budc 4:
Chon ra nhitng miRNA théa man 2 tiéu chi: da
dugc bao cao trén 1 trong 3 cd sG dir liéu
(miRBase, mirTarbase, miRCancer) va diéu hoa
cac gen muc tiéu & 1 trong 3 con dudng tin hiéu
TGF-B, WNT va EGFR. Budc 5: SU dung phan
mém TargetScan dé loai trir cdc miRNA khdng
dugc bdo cdo trén cd sd dir liu nay, miRNA
khong phai la miRNA dai dién va miRNA khong
nhdm muc tiéu cac gen nhu d3 dugc bdo cdo
trén miRDB, di€ém CWCS < -0,4 va nhitng miRNA
6 it han 2 bai bdo da dugc cong bo.

miRbase ERK
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Hinh 1: So do quy trinh thu thap va xiur' ly
dir liéu
Ill. KET QUA NGHIEN cUU
Téng cdng cd 449 miRNA lién quan dén
UTDD dugc trich xuat tir miRbase, mirTarbase va
miRCancer. D& lua chon miRNA tiém n&ng trong
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UTDD, du doan miRNA dudc thuc hién trén 18
gen gdy UTDD bang miRDB véi diém muc tiéu
I6n haon 80. Bong thdi, 302 miRNA clia ngudi la
cac microRNA tiém nang lién quan tdi cac gen
gay UTDD dudc lay tur cd s@ dit liéu KECG. TU 2
tép dir liéu ké trén, ching tdi xac dinh dudc cb
80 miRNA c6 lién quan dén UTDD theo cac gen
muc tiéu khac nhau (Hinh 2). Pham vi cac miRNA
tiém ndng tiép tuc dugc thu hep bdng cach st
dung Targetscan vdi tiéu chuén loai trir bao gom
cac miRNA khong dudc bdo cdo trén cd sé dir
liéu nay, miRNA dai dién khong phai la miRNA
tim kiém, miRNA khéng nham cac gen nhu da
dugdc bdo cdo trén miRDB, diém CWCS < -0,4 va
nhifng miRNA c6 it han 2 bai bao da dugc cong
bd. Cudi cing, 8 miRNA tiém ndng, cé mdi tuang
quan chat ché véi UTDD dugc lua chon (Bang 1).
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Hinh 2: Téng s6'miRNA theo cdc gen muc
tiéu khac nhau
Bang 1: Danh sach cac miRNA thoa
man céc tiéu chuén lua chon
STT miRNA Gen dich CWCS Total context++ score So bai bao

1 hsa-miR-144-3p RARB  -0.6 -0.6 4
2 hsa-miR-424-5p CCNEl -1.07 -1.07 5
3 hsa-miR-34a-5p  MET -0.63 -0.63 2
4 hsa-let-7f-5p NRAS = -0.52 -0.7 2
5 hsa-let-7a-5p  TGFBR1 -0.72 -0.76 5
6 hsa-miR-421 NRAS  -0.49 -0.52 2
7 hsa-miR-196b-5p NRAS -0.7 -0.84 2
8 hsa-miR-193a-3p KRAS = -0.58 -0.77 4
IV. BAN LUAN

MicroRNA (MiR) dong vai trd0 quan trong
trong qua trinh hinh thanh khéi u, dac biét la su
phat trién khdi u, di c&n, hinh thanh mach va cac
phan 'ng mién dich khac. miRbase, mirTarbase,
miRCancer va KEGG la nhitng cg sé dir liéu, luu
trlr va c@p nhat thudng xuyén cac miR, va moi
lién hé cua chldng cac bénh ly thong qua cac con
duGng tin hiéu. TruGc khi bat dau ti€n hanh
nghién clu, viéc trich xuat dir liéu tir cac cd sé
dir liéu trén 1a can thiét, nham tao ra cac khéng
gian dir liéu t6ng quan lién quan t&i bénh ly
dugc quan tam. Va, viéc str dung cac cdng cu tin
hoc y sinh, gilp ho trg phan tich cac mai lién hé,
nham tim ra mot s6 miR tiém nang, c6 kha nang
lién quan truc ti€p tdi bénh ly quan tam, gilp
cho cac nghién cru dugc tién hanh tap trung va
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gidam chi phi nghién ctru [1]. V&i UTDD, nhiéu
miRNA da bdo cdo cho thdy su thay déi mdc do
biéu hién & md hodc mau bénh nhan UTDD so
vGi nhém chirng. Trong nghién clru nay, ching
t6i mudn phan tich phuang an lua chon cac miR
tiém nang lién quan tdi bénh ly ung thu da day,
tUr cd sé ly thuyét hién co.

Trong s6 18 gen, RARB va TGFBR1 la 2 gen
dugc nhdm muc tiéu nhiéu nhat. RARB [an dau
tién dugc xac dinh lién quan dén ung thu da day
MSI, c6 mGi tugng quan tich cuc véi protein
MMR. M3c du biéu hién tucong ddi thap trong ung
thu da day MSI, RARB thic day sy tién trién cua
ung thu da day va dan dén tién lugng xau. Tuy
nhién khi Iam gidm bi€u hién cua RARB da day
nhanh su’ phat trién, xdm 1&n va di cu cla té bao
ung thu' va thic day su' chuyén tiép trung biéu
mo da day. Cac nghién cru trudc day da chiing
minh néng do TGF-B trong huyét thanh & bénh
nhan GC cao hon so v6i nhdom doi chiing khoe
manh. Nong dé TGF-B tang cao cd lién quan dén
di c&n hach, kha nang s6ng sét téng thé kém
han va tién lugng xau & bénh nhan UTDD.

MiR-144-3p la gen (fc ché& khéi u dugc biéu
hién bat thudng trong UTDD. MiR-144-3p gidam
dang k€& trong mé UTDD va su gidm biéu hién
miR-144 c6 lién quan dén tién lugng xau. Su
giam biéu hién ctia nd thic day su tdng sinh, su
chuyén tiép trung bi€u méd va di cdn [5]. Su biéu
hién qua mic cla miR-424-5p c6 thé thic day
su' tdng sinh ung thu da day do cd thé diéu
chinh dugng truyén tin hiéu TGF-B thong qua
Smad3, dan dén su thay ddi protein cta chu ky
té bao. Cho dén nay, miR-193a-3p thuGng xuyén
thé hién vai trd (c ché khdi u trong cac bénh
ung thu & ngudi nhu ung thu phdi t&€ bao nhd,
ung thu té€ bao gan nguyén phat, ung thu bang
quang, u trung biéu md &c tinh. Nhiéu nghién
cliu d3 chi ra réng miR-193a-3p c6 thé nham
truc ti€p vao biéu hién gen gdy ung thu, bao
gom cac gen KRAS, CCND1[2]. Trong nghién cltu
cla Nan-Hua Chou va cc}ng su, miR-193a-5p
dugc phat hién co vai trd (c ché khéi u bang
cach Uc ch& nhe sy phat trién cla t& bao ung
thu da day, nhung cg ché chi tiét van chua ro
rang[2]. Trong moét nghién clfu cia G
Cholewinski va cdng su, biéu hién cla let-7a
khac nhau tuy theo nhém bénh nhan va vi tri.
Biéu hién cao nhat & co thé & nhdm viém da day
khong hoat dong va thdp nhat ¢ nhém ung thu
da day. MGt nghién clru khac dugc thuc hién
trén 638 bénh nhan cho két qua: let-7f thé hién
su khac biét dang k& gilta nhém déi ching,
nhdm bénh nhan viém teo day va nhom benh
nhan UTDD vdi P = 0,003 va let-7f cao han dang
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k& & nhdom UTDD cho théy rang let-7f ¢ thé cd
gid tri bdng cach doéng vai tro la ddu &n sinh hoc
tiém ndng trong chan doan UTDD[6]. MiR-34a
dugc diéu hoa qua muc trong cac mo ung thu da
day so véi cac mo da day binh thugng (P<0,01)
va c6 tuong quan nghich véi d0 sau xam lan va
di can hach cua ung thu da day (P<0,01).
Nghién cru nay cling cho thay ndng d0 miR-34a
thdp hon & giai doan khGi u T3 va T4, so VvGi
mUc do & giai doan T1 va néng do miR-34a thap
du doan ty 1& séng sét 1au han dang ké & bénh
nhan méc UTDD (P<0,05)[8]. MiR-421 dugc biéu
hién qua muc & 73,33% (44/60) mau ung thu da
day dudc kiém tra va ty & phat hién duong tinh
cla miR-421 cao hon so véGi CEA (chi(2) =
39,811, P < 0001)[4] Ngh|en clfu cla Seung
Woo Lee va cong su’ cho rang biéu hién cia miR-
196b-5p c6 mdi tucng quan dang k€ véi bénh
ung thu da day va c6 thé dong vai trd la diu &n
sinh hoc chdn doan ung thu da day.

Pay la nhitng miR dugc cho la lién quan tdi
UTDD, dugc xac dinh trén ly thuyét, dua trén su
phan tich cac thong tin dir liéu san cd, va st
dung cac cong cu tin hoc y sinh ho trg. Tuy
nhién, liéu nhitng miR nay co6 thuc su lién quan,
hoac gia tri thuc t€ clia ching t&i dau trong thuc
t€, thi con can thuc hién nhirng budc nghién clru
thuc nghiém trén thuc té.

V. KET LUAN
TU cac cd sd dif liéu hién cé gobm miRBase,

mirTarbase_va miRCancer, 8 microRNA tiém
nang cho ho trg chan doan UTDD dudc xac dinh
dua vao phan tich méi lién hé, bang cong cu tin
sinh miRDB va phan mém TargetScan
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DANH GIA CHAT LUQ'NG CUQC SONG O’ BENH NHAN CAO TUOI
SUY TIM PHAN SUAT TONG MAU GIAM PIEU TRI NGOAI TRU

Nguyén Thi Mai Huwong!, Nguyén Quang Huy Nguyén Van Bé Hai1
Huynh Trung Quéc Hiéu? , Nguyén Thanh Huén'?

TOM TAT X

Pat van dé: O bénh nhan suy tim man, chat
lugng cudc song giam dan dén tdng nguy cd tir vong
va tai nhap vién, déng thdi lam tang chi phi cham sdc
y t€ cho gia dinh va bénh nhan. Nhiéu nghién cru trén
thé gidi da chiing minh sy giam chat lugng cubc séng
cd lién quan dén ty |é t& vong va tai nhap vién cao
hon. Tai Viét Nam, tinh trang giam chat lugng cudc
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song trén bénh nhan cao tudi co suy tim ghan suat
téng mau that trai glam diéu tri ngoai trd van con |t
Muc tiéu: Nghlen clu ti lé suy giam chat lugng cudc
s6ng va cac yéu to lién quan G bénh nhan cao tudi co
suy tim phan sudt tong mau that trai giam diéu tri
ngoai tra. Phuong phap nghlen clru: Cat ngang mo
ta, thu thap bénh nhan du tiéu chuan tu thang
08/2023 dén thang 12/2024 tai Bénh vién Thong Nhat
va Bénh V|en bai hoc Y Dugc thanh pho HO Chi Minh.
Panh gid chat lugng cudc sdng béng thang diém
Kansas City Cardiomyopathy Questionnaire. Két qua
Trong 140 bénh nhan cao tudi cé suy tim phan suat
tdng mau that trai giam diéu tri ngoai trg, c6 87 bénh
nhan (62,14%) c6 tinh trang glam chat lugng cudc
song Cac yéu t6 lién quan t6i sy glam chat lugng
cudc soéng la sr dung thudc Igi tleu quai, dugc dung
du thudc t try, tuan thu diéu tri va cd tinh trang suy
yé&u. K&t luan: Nghién cltu ghi nhan c6 62,14% bénh
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