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VI. KHUYEN NGHI

Trong c6ng tac chdm sdc NB sau md cdt tir
cung qua dudng trang gilra can luu y nhitng NB
¢ mic d6 dau kéo dai sau mé va nhitng NB ngu
it, ngl khong ngon giac.
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NGHIEN CU'U DAC PIEM LAM SANG, CAN LAM SANG VA DA HINH RS3746444
CUA GEN MICRORNA-499 0' BENH NHAN NHOI MAU CO’ TIM CAP TAI
BENH VIEN PA KHOA TRUNG UONG CAN THO NAM 2023-2024

V6 Thi Ngoc Anh!, Nguyén Thi Diém!, Truwong T Trach?

TOM TAT

Pat van dé: Nhoi mau ca tim cdp la mot bénh ly
tim mach nguy hiém véi ty 1é t&r vong cao, lién quan
dén nhidu yéu t6 nguy cd nhu ting huyet ap dai thao
dudng, roi loan lipid mau, hat thuoc la va tu0| tac. Cac
nghlen cttu gan day da chi ra rang yéu to di truyen
dac biét la cac da hinh gen, cung dong vai trdo quan
trong trong cd ché bénh sinh cia nhdi mau cd tim
cap. Da hinh rs3746444 clia gen microRNA-499 c6 thé
ddng vai trd quan trong trong cg ché bénh sinh nhung
chua dugc ngh|en ciu day du tai Viét Nam. Muc
tiéu: Nghlen ctru nay mo ta cac dic diém Iam sang,
can lam sang va da hinh rs3746444 cua gen
microRNA-499 & bénh nhan nhoi mau cg tim cdp. Poi
tugng va phu‘dng phap nghién ciru: Day la mot
nghién cllu mo ta cat ngang thuc hién trén 75 bénh
nhan nh6i mau co tim cdp tai khoa Tim mach can
thiép, Bénh vién Pa Khoa Trung Uong Can Thg, tur
thang 08 ndm 2023 dén thang 06 nam 2024. K&t
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qua: Da s6 bénh nhan la nam gldl (73, 3%), tudi trung
binh 64,73 + 10,1. Cac yeu t0 nguy cd néi bat gom
tang huyet ap (82 6%), r6i loan lipid mau (85, 3%) va
hat thudc 13 (42,6%). Ton thuong phd bién & thanh
trude (36,5%) va thanh hoanh (34, 7%). Phan do Killip
I chiém 81,3%, vdi 44% bénh nhan cd EF < 40%. Vé
di truyén, aIIeIe A (90%) va ki€u gen AA (80%) chiém
uu thé, kiéu gen AG chiém 20%, khdng ghi nhan kiéu
gen dong hgp GG. Ket Iuan Nghlen clru Iam ro dac
diém 1am sang va can lam sang cla nhdi mau cg tim
cdp, dong thdi cho thay vai tro tiém ning cla da hinh
rs3746444 cua gen microRNA-499 trong co che benh
sinh. K&t qua nghién clru sé khong chi dong gdp vao
V|ec nang cao hiéu qua chén doan va diéu tri bénh,
ma con md ra cd hoi phat trién cac bién phéap dLr
phong dua trén dic diém di truyen va smh hoc cla
tirng ca nhan. T&r khda: Nhoi mau ca tim cap, da hinh
rs3746444 ctia gen microRNA-499

SUMMARY
RESEARCH ON CLINICAL, SUBCLINICAL
CHARACTERISTICS, AND RS3746444
POLYMORPHISM OF MICRORNA-499 GENE
IN PATIENTS WITH ACUTE MYOCARDIAL
INFARCTION AT CAN THO CENTRAL

GENERAL HOSPITAL, 2023—-2024
Background: Acute myocardial infarction (AMI)
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is a severe cardiovascular condition with high mortality
rates, associated with multiple risk factors such as
hypertension, diabetes, dyslipidemia, smoking, and
age. Recent studies have highlighted the role of
genetic factors, particularly gene polymorphisms, in
the pathogenesis of AMI. The rs3746444
polymorphism in the microRNA-499 gene has been
suggested to play a crucial role in the pathogenesis of
AMI. However, its significance remains underexplored
in the Vietnamese population. Objectives: To
investigate the clinical and paraclinical characteristics
and the role of the rs3746444 polymorphism in the
microRNA-499 gene in patients with acute myocardial
infarction. Subjects and Methods: 75 patients
diagnosed with acute myocardial infarction, a cross-
sectional descriptive study analyzing clinical,
paraclinical, and genetic data, focusing on the
rs3746444 polymorphism in the microRNA-499 gene.
Results: Most patients were male (73.3%) with a
mean age of 64.73 + 10.1 years. Key risk factors
included hypertension (82.6%), dyslipidemia (85.3%),
and smoking (42.6%). Cardiac damage was most
commonly observed in the anterior wall (36.5%) and
inferior wall (34.7%). Killip class I was predominant
(81.3%), and 44% of patients had an ejection fraction
(EF) £ 40%. Genetically, allele A (90%) and genotype
AA (80%) were dominant, with no homozygous GG
genotype observed. Conclusions: This study provides
a comprehensive understanding of the clinical and
subclinical characteristics of acute myocardial
infarction, highlighting prominent risk factors and the
severity of the disease. Additionally, the findings
demonstrate the potential role of the rs3746444
polymorphism in the microRNA-499 gene in the
pathogenesis of AMI. These results not only contribute
to enhancing the diagnosis and treatment of AMI but
also open opportunities for the development of
preventive strategies tailored to the genetic and
biological characteristics of individuals.

Keywords: Acute myocardial infarction,
rs3746444 polymorphism in the microRNA-499 gene.
I. DAT VAN DE

Cac bénh ly tim mach la nguyén nhan hang
dau gay bénh tat va tr vong trén thé gidi vai ty
Ié bénh ngay cang gia tang. Trong s6 do6, bénh
dong mach vanh, déc biét la nhdi mau cd tim
cap van la nguyén nhan gay tr vong hang dau
mac du da cd nhiing ti€n bd to I6n trong quan ly
va diéu tri bénh nay. Ty Ié mdc nh6i mau cd tim
cap I1én tdi 3 triéu ngudi trén toan thé gidi, vaoi
han mét triéu ca tr vong & Hoa Ky moi nam [5].
Nam 2019, tai Viét Nam, ca nudc cé 2,4 triéu
ngudi mdc bénh tim mach, trong dé 65% la do
x@ vira dong mach. Ganh nang cla bénh nhan
nhdi mau cd tim cdp la lubn phai d6i mat véi
nguy cd tir vong do cac bién c6 tim mach nhu:
tdi nh6i mau, réi loan nhip (loan nhip nhi hoac
that, r6i loan chirc ndng nut xoang hoac nut nhi
that), cac bién ching cd hoc (suy tim, sGc tim,
v3 tim), huyét khéi va thuyén tic, viém mang
ngoai tim va bao gém ca tram cam.
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C6 nhiéu nguyén nhan dan dén nhdi mau co
tim cap, mét trong s6 d6 da hinh rs3746444 cla
gen microRNA-499 cd lién quan dén xg vira dong
mach va gia tang nguy cd nhdi mau cd tim cap
[4]. Tinh da hinh don nucleotic rs3746444 (A/G)
cla gen microRNA-499 ndm & nucleotic 73. Cac
nghién clfu gan day bao cdo vé mai lién hé clia
nd vdi gia tang nguy cd bénh mach vanh, nhoi
mau cd tim hodc nguy co cao han mac cac bién
c6 tim mach [4]. Trén thé gidi cd nhiéu nghién
cliu khao sat vé tinh da hinh rs3746444 cla gen
microRNA-499 cling nhu mai lién quan cla cac
da hinh nay vG8i mot s6 bién chifng & bénh nhéan
nhdi mau cd tim cap. Tuy nhién ddc diém phan
bd ki€u gen, ki€u hinh khac nhau theo chiing toc
va dia du nén rat can cé thém nhiéu nghién cltu
cho ngudi Viét Nam. Xuat phat tir nhitng van dé
néu trén, chiing toi ti€n hanh thuc hién dé tai nay.
Il. DOI TUONG VA PHUONG PHAP NGHIEN CU'U

2.1. Poi tuong nghién clru. Tat ca bénh
nhan nho6i mau cg tim cap dugc chup dong mach
vanh tai khoa Tim mach can thiép Bénh Vién Da
Khoa Trung Uang Can Tha.

2.2. Tiéu chuén chon ngudi bénh

Tiéu chuén dua vao nghién cau: Tat ca
bénh nhan nh6i mau cg tim cdp dugc chup dong
mach vanh tai khoa Tim mach can thiép Bénh
Vién Pa Khoa Trung Udng Can Tha.

Tiéu chuén loai trar:

- Bénh ly ngoai tim 6 tién lugng song dudi 1 nam.

- Bénh nhan khong dong y tham gia nghién c(u.

- Bénh nhan médc bénh ly ung thu, hen phé& quan.

- Bénh nhan khdng thé nghe va tra I6i phong van.

2.3. Thiét ké nghién ciru. Cat ngang mo ta

2.4. C6 mau. Nghién clru chon mau thuan
tién tr thang 08 nam 2023 dén thang 06 nam
2024 va ghi nhan k&t qua trén tdng s6 75 bénh
nhéan dugc chdn dodn nhdi mau co tim cip b
chup dong mach vanh. . B

2.5. Phucong phap chon mau. Chon mau
lién tuc thuan tién. Néu ngudi bénh thda tiéu chi
dua vao va khong co tiéu chi loai ra sé dugc dua
vao nghién cuu.

2.6. Xir ly so liéu. SO liéu dugc nhom
nghién clu ti€n hanh thu thap bang phiéu thu
thap thong tin. Két qua dudc xu ly théng ké
bdng phan mém SPSS 20.0. Cac bién sd dinh
tinh dugc mo ta bang tan s6 (n) va ty 1& (%).
Céc bién s6 dinh lugng cé phan phdi chudn dugc
md ta bang gia tri trung binh £ dd léch chuan
hoac trung vi - t&r phan vi d6i vdi bién dinh lugng
khdng c6 phan phdi chuan.

1. KET QUA NGHIEN cUU
3.1. Pac diém nhom nghién ctu
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Bang 1. Pdc diém nhém nghién ciu

v g Tan suat Ty lé
Trung binh  [64,73+10,1
o <50 3 4
Tuoi 50 - 60 2 [ 32
>60 48 64
. 2 Nam 55 73,3
Gioi NG 20 [26,7
, 1z Co 32 42,6
Huat thuoc la Khong 3 57.4
Pai thao Co 6 8
dudng Khong 69 92
Tang huyét co 62 82,6
ap Khong 13 17,4
ROi loan Co 64 85,3
lipid mau Khong 11 14,7
Binh thuong:
BMI < 23kg/m2| ©2 826
Béo phi Egujzcsaﬂgfn"]"zl 10 |13,3
Béo phi: BMI
>25 kg/m2 3|4

Nhan xét: tat ca cd 75 bénh nhan dugc dua
vao nghién clru. DO tudi trung binh la 64,73 +
10,1. Trong d6 nhém >60 tudi chiém ty 1é cao
nhat (64%, tuong (‘’ng 48 ngudi). Tiép dén la
nhdm tudi 50-60 chiém 32% (24 ngudi), trong
khi nhém <50 tuGi chi chiém 4% (3 ngudi). S6
lugng nam giGi chi€ém phan 16n (73,3%, tudng
Ung 55 ngudi), trong khi ni gigi chi chiém
26,7% (20 ngudi). Ngudi cd hat thudc 1& chiém
42,6% (32 ngudi). Tang huyét ap va rbi loan
lipid mau la hai tinh trang phé bién nhat trong
nhém khao sat, véi ty 1€ [an Ilugt la 82,6% va
85,3%. Dai thdo dudng chi chiém 8%. Hau hét
nhom khao sat c6 BMI binh thuGng, tuy nhién
van cd ty |é thira can chiém (13,3%), ty 1é béo
phi thap (4,1%), nhung van la mét nguy cg tiém
tang, dac biét trong boi canh tang huyét ap va
roi loan lipid mau.

3.2. Pac diém Iam sang va cin 1am sang

Bang 2. Phan dé Killip va nhom diém
Gensini khi vao vién

Tan suat|Ty Ié

bac diém () | (%)
N Killip I 61 |81,3
ng“ Killip 1T 5 6,7
Killip Killip 11T 3 5,3
Killip IV 5 6,7

Nhom Ton thugng nhe 0 0
diém [Ton thuong trung binh| 23 30,7
Gensini| T6n thuong nang 52 69,3

Nhén xét: Killip I chiém phan Ién bénh
nhan (61 ngudi, tuang ducng 81,3%). Killip II,
Killip IIT va Killip IV co ty Ié thap (lan lugt la

6,7% va 5,3%; 6,7%). Theo phan loai Gensini,
nhém tén thucng ndng chiém ty 1é cao nhat (52
bénh nhan, 69,3%). C6 30,7% s6 bénh nhan
thudc nhém tén thueng trung binh va khdng c6
bénh nhan thudc nhém tén thuong nhe.

WALLIE |

Biéu dé 1. Ty Ié bénh nhan cé doan ST
chénh Ién va ST khéng chénh Ién trén dién
tam do

Nhan xét: Vé dién tam do cd 69,3% bénh
nhan c6 doan ST chénh Ién va 30,7% bénh nhan
c6 doan ST khong chénh lén

Bang 3. Pac diém nhéi mau co tim cap
trén dién tam do va siéu am tim

v Tan suat| Ty lé
bac diém (n) (%)
Thanh trudc 19 36,5
Vung tén| Thanh truéc rong 15 28,8
thuong Thanh hoanh 18 34,7
Thanh sau thuc 0 0
Sidu 4m EF <40% 33 44
tim EF 41-49% 15 20
EF >50% 27 36

Nhéan xét: Thanh trudc la ving ton thuong
phé bién nhat (19 bénh nhan, chiém 36,5%).
Thanh trudc réng va thanh hoanh ciing kha phé
bién vaGi ty I [an lugt la 28,8% va 34,7%. Khong
¢4 bénh nhan c6 tén thucong thanh sau thuc trén
dién tdm do. Phan I6n bénh nhan (44%) co6 EF <
40%, cho thay tinh trang suy tim ndng 1a phd
bién trong nhom nghién clu. C6 15 bénh nhan
(20%) thudc nhém suy tim EF giam nhe va 36%
bénh nhan suy tim EF bao ton.

Biéu dé 2. Ty Ié s6'nhanh déng mach vanh
tén thuong trén DSA

Nhé3n xét: Ton thuang 2 nhanh mach vanh
chiém ty 1€ I16n nhat vGi 55%. Ty Ié tudng doi
gan nhau gitta nhém tén thugng 1 nhanh va 3
nhanh (24% va 21%) cho thay sy dong déu han
trong hai nhém nay.

3.3. Pa hinh rs 3746444 cua gen
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microRNA-499 & bénh nhan nhoéi mau co
tim cap

Bang 4. Kiéu gen/allele cua SNP rs
3746444 cua gen microRNA-499 & bénh
nhdn nhoi mau co tim cap

Pac diém Tan suat (n) | Ty 1é (%)
o A 135 90
Kiéu allele G 15 10
e AA 60 80
Kieu gen AG 15 0

Nhan xét: Allele A xuat hién véi tan suat
135, chiém 90%, cho thdy day la allele trdi trong
quan thé dugc nghién ciru. Allele G chi xuét hién
véi tan sudt 15, chiém 10%. Kiéu gen AA chiém
da sd vai ty 1é 80%. Kiéu gen AG chiém ty 1&
thap hon 20% va khdng cd su xuét hién cua kiéu
gen GG trong quan thé nghién clu.

IV. BAN LUAN

4.1. Pic diém nhém nghién ciru. Nhdm
nghién clru tap trung chu yéu vao ngudi I6n tudi,
dac biét la nhdm trén 60 tudi, chiém dén 64%.
biéu nay phu hdp véi cac nghién clu bénh ly
man tinh hodc tim mach, vén thudng xuat hién &
nhdém ngudi cao tudi. Su' chénh léch giGi tinh
(nam 73,3%, nit 26,7%) cho thdy nhom bénh
nhan nam cd ty 18 cao hon, diéu nay cé thé lién
quan dén su phd bién clia yéu t6 nguy cd nhu
hat thudc, cang thdng hodc cac bénh Iy tim
mach & nam giGi. PO tudi trung binh cua ddi
tugng trong nghién clru la 64,73 £ 10,1. Két qua
nay tuong tu véi mot s6 nghién cliiu khac thuc
hién trén bénh nhan hoi chiing vanh cap. Nghién
clru clia Ong Van Phét ghi nhan tudi trung binh
trong nghién cu la 63,3 + 9,53 [3]. Theo nghién
clru ctia Nguyén Nhat Tai tudi trung binh trong
nghién cdu la 64,5 + 11,3 [1].

HUt thudc la van la mét yéu t6 nguy co dang
k€ vdi 42,6% bénh nhan cd théi quen nay. Két
qua nay tuang tu trong nghién cltu cia Nguyén
Nhat Tai la 42,71% [1]. Diéu nay nhan manh vai
trd cla viéc kiém sodt théi quen hit thudc trong
viéc giam thiéu nguy cd bénh ly.

VGi ty |1é cao (82,6%), tang huyét ap dong
vai tro quan trong trong nhdom bénh nhan nay.
Dbiéu nay nhan manh tam quan trong cla viéc
kifm sodt huyét ap trong viéc phdng ngira va
diéu tri cac bién cd tim mach. nay, khang dinh
vai trd cla né nhu mot yéu t6 nguy cd chinh lién
quan dén bénh ly tim mach.

Da s6 bénh nhan c6 chi s6 BMI trong gidi
han binh thugng (82,6%). Ty |é thira can va béo
phi lan lugt la 13,3% va 4,1%. Béo phi khong
phé bién trong nhdém nghién ctu, nhung nhing
bénh nhan thira can hodc béo phi van can dugc
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quan ly chdt ch& dé ngén nglra cac bién ching
lién quan.

4.2, Pic di€ém lam sang va can lam
sang. Két qua cho thdy phan I6n bénh nhan
thuéc nhém Killip T (81,3%), phan anh da s
bénh nhadn khong cé dau hiéu suy tim cap khi
nhap vién. Tuy nhién, mét ty 1€ nho bénh nhan
thudc nhom Killip II, IIT va IV (18,7%) lai cho
thdy muirc d6 nghiém trong haon véi cac dau hiéu
suy tim tur nhe dén nang, bao gom ca soc tim.
Két qua nay tuang tu trong nghién clu cla cla
Ong Van Phat ty 1€ bénh nhan Killip I 1a 84,4%,
ty I& bénh nhan thuéc Killip II, III, IV 1 15,6%
[3] . Theo nghién clru ciia Nguyen Nhat Tai, ty 1€
bénh nhan Killip I ldc nhap vién la 73,37% thap
hon 7,93% so vdi nghién clru cla chdng toi, ty
I8 bénh nhan thudc Killip IL,II1,IV 1 26,63% [1].

Vé diém Gensini, c6 dén 69,3% bénh nhan
thudc nhdm tén thuong ndng, cho thdy mdc dd
ton thuong ddng mach vanh nghiém trong &
phan I8n bénh nhan. Theo nghién cltu cla Ong
Van Phat, bénh nhan thudc nhém tén thuong
nang chi chiém 22,7% thap han so vdi nghién
cltu cia ching tdi 46,6%, trong khi d4 nhdm ton
thuong trung binh chiém ty |é cao nhat 46,1%
cao han nghién clru cla ching t6i 15,4%, nhom
ton thuong nhe chiém 31,2% trong khi nghién
ctu ching t6i khéng cé bénh nhan thuéc nhom
ton thuong nhe [3].

Phan suat tong mau (EF) cho thay 44%
bénh nhan c6 EF < 40%, phan anh tinh trang
suy tim n&ng phd bién trong nhém nghién clu.
Chi 36% bénh nhan cé EF = 50%, cho thdy mot
phan bénh nhan cé chirc néng tim bao tén du cé
ton thuong co tim. Theo nghién cfu ctia Nguyén
Nhat Tai, ty I&é bénh nhan cd EF < 40% chiém
49,75%, c6 30,65% bénh nhan cd c6 EF > 50%
[1]. Nhu vay co su kha tuogng dong vdi nghién
cru clia chung toi.

Ty & tén thuong 2 nhanh chiém da s6
(55%), trong khi tén thuong 1 nhanh va 3 nhanh
chiém lan lugt 24% va 21%. Diéu nay cho thay
ton thuong mach vanh da nhanh 13 phd bién
han, déc biét la tén thuong & mic trung binh (2
nhanh). Theo nghién cllu cia Ong Vdn Phdt, ty
|6 tn thuong déng mach vanh 1 nhanh la
37,5% cao han nghién cru clia chdng t6i 13,5%,
ty & tén thuong 2 nhanh la 38,3% thdp hon
nghién cltu ching tdi 16,7% va tén thuong 3
nhanh la 24,2 % tudng duong vdi nghién cdu
cla chung t6i [3]. Theo nghién clru cia Nguyen
Hoang Giap, ty 1& ton thuong dong mach vanh 1
nhanh la 25%, 2 nhanh la 58,8%, 3 nhanh la
16,2%, nhu vay két qua nghién cliu cling kha
tuong dong véi nghién clru cla ching toi [2].
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4.3. Pa hinh rs 3746444 cua gen
microRNA-499 & bénh nhan nhoéi mau co
tim cép. Ty 1€ allele A cao (90%) va ty 18 kiéu
gen AA vugt tr6i (80%) cho thdy nhdm nghién
cfu cé xu hudng di truyén manh mé theo allele
tri. Su xudt hién cta ki€u gen AG (20%) nhén
manh vai trd cla allele G trong viéc tao ra tinh
trang di hop, nhung ty 1€ nay van thap so vdi
kiéu gen dong hgp tréi AA. Khong cb su hién
dién cua kiéu gen GG cho thdy allele G khd két
hdp thanh ki€éu gen déng hdp, hodc kich thudc
mau nghlen clru chua da 16n d€ phat hién. Theo
nghién clu cla Cunrong Chen tai Trung Qudc,
trong tong s8 919 bénh nhan nhdi mau cd tim
cap, ty 18 ki€u gen AA chiém 66,6%, kiéu gen AG
chiém 25,8%, con lai 7,6% la ki€u gen GG [7].
Trong mét nghién clu khac cta Jung — Hoon
Sung tai Han Qudc, trong s6 358 bénh nhan
bénh mach vanh, ty 1& kiéu gen AA 68,6%, kiéu
gen AG chiém 29,7%, con lai 1a kiéu gen GG
chiém 1,7% [6].

V. KET LUAN

Nghién ciu cho thay bénh nhan nhoi mau co
tim cap chl yéu 1a nam gidi (73,3%), tudi trung
binh cao 64,73 + 10,1, v6i cac yéu t6 nguy co ndi
bat nhu tang huyét ap (82,6%), rdi loan lipid mau
(85,3%) va hat thudc 1& (42,6%). Pa s6 bénh
nhan thudc Killip I (81,3%), EF < 40% (44%) va
ton thuang phd bién & thanh trudc (36,5%) va
thanh hoanh (34,7%). Vé di truyén, allele A chi€ém
uu thé (90%), vai ki€u gen AA phd bién nhat
(80%). Nhu vay allele A va kiéu gen AA cla da

hinh rs3746444 gen microRNA-499 chiém uu thé,
gdi y vai tro tiém nang trong sinh bénh hoc nhoi
mau cd tim cap. Két qua nay khong chi lam sang
to dic diém ldam sang va di truyén ma con cung
cap cd s6 khoa hoc cho viéc chdn doan, diéu tri
va phong ngutra bénh hiéu qua han.
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DANH GIA HIEU QUA VA AN TOAN CUA INFLIXIMAB
TRONG PIEU TRI BENH NHAN VIEM RUQT MAN
TAI KHOA TIEU HOA BENH VIEN PAI HOC Y DUQ'C TP HCM

TOM TAT

Muc tiéu: Bénh viém ruét man (BVRM) ddt ra
thach thitc dang ké trong diéu tri. Ian|X|mab mot chat
(rc ch& TNF-a, da chimg minh hiéu qua, nerng dir liéu
tor Viét Nam con khan hiém. Nghién ctu nay danh gia
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hiéu qua va tinh an toan cla Infliximab trong diéu tri
bénh nhan BVRM tai Thanh phé HO Chi Minh. Bai
tugng va phucng phap nghién ciru: Nghién clu
két hgp hoi clru va tién clu trén 32 bénh nhan BVRM
ngudi Viét Nam (23 BC, 9 VLDT) dugc diéu tri bang
Infliximab tir thdng 11 ndm 2019 dén thang 12 nam
2023. DUt liéu vé dap Ung lam sang, Iui bénh ndi soi,
chi s6 sinh hoc (C-reactive protein, calprotectin phan),
va cac tac dung bat Igi da dugc thu thap. Két qua:
Sau 54 tuan, ty Ié dap Ung lam sang la 71,4% dai véi
BC va 83,3% ddi véGi VLDT. Ty I€ Iui bénh lam sang la
57,1% d06i véi BC va 83,3% dai vdi VLDT. Binh thutng
hdéa CRP dat dugc & 56,3% bénh nhan BC va 75%
bénh nhan VLDT sau 54 tuan. Binh thudng hda

201



