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V. KET LUAN

Viéc duy tri ALBC trong pham vi an toan doi
hoi st dung cac thiét bi do luGng chinh xac va
dao tao ding cach cho ngudi thuc hién. Cac
phuong phap chu quan nhu ky thuat cdm nhan
bong kiém soat bang tay dugc chiing minh la
khong dang tin cay, dan dén ALBC ngoai pham vi
an toan chiém ti 1& cao, cé thé géy nguy hi€ém
cho NB.

V1. KIEN NGHI

_Trang bi dong h6 do ALBC cho moi phong
phau thuat, dao tao va cap nhat kién thirc cho
nhan vién y t€ vé tam quan trong cla viéc do
ludng va duy tri ALBC trong pham vi an toan.
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PHAN BO VA TY LE CAC KIEU GEN VIRUS VIEM GAN C
O’ BENH NHAN PIEU TRI TAI BENH VIEN 19-8
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TOM TAT

Muc ti€u: Xac dinh sy phan bd va méi lién quan
gilra kiéu gen (genotype) dudi kiéu gen (subtype)
HCV véi déc diém dich té hoc @ bénh nhan viém gan C
man tinh diéu tri tai Bénh vién 19-8, B6 Cong an. Doi
tugng va phuong phap nghién ciru: Nghién cUu
hoi cu’u trén nhdm bénh nhan dugc chan dodn xac
dinh mac HCV bang realtime PCR dlnh lugng va giai
trinh tu gen. Két qua nghién ciru: Ty € mac HCV
trong nhom tudi < 60 chiém 82.5%, chu yéu 1a nam
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giéi (80%). Xac dinh dugc 04 ki€u genotype va
genotype 6 chiém ty I€ cao nhat 62.5%). Xac dinh
dugc 12 kiéu subtype trong dé subtype 6a va 1la
chiém ty I& cao nhét, [an lugt 13 38.8% va 25.0%. Pa
sO cac trufdng hdp viém gan C diéu tri tai Bénh wen
19-8 dén tu Ha NoOi (66. 3%). Két Iuan Ki€u
genotype 1a va 6a chiém uu thé trong quan thé HCV
tai Bénh vién 19-8. Tur khoa: Bénh vién 19-8, HCV,
kiéu subtype 6a, subtype 1a, Viém gan C

SUMMARY
DISTRIBUTION AND PREVALENCE OF
HEPATITIS C VIRUS GENOTYPES IN

PATIENTS TREATED AT 19-8 HOSPITAL

Objective: The present study aimed to
investigate the prevalence, distribution and correlation
of HCV genotypes and its subtypes among hepatitis C
patients treated at 19-8 Hospital, Ministry of Public
Security, Hanoi, Vietnam. Materials and Methods:
Retrospective study on a group of patients diagnosed
with HCV by quantitative real-time PCR and gene
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sequencing. Results: The prevalence of HCV in age
groups <60 is 82.5%, mainly men (80%). Four HCV
genotypes were detected, genotype 6 accounted for
the highest rate 62.5%. Of the 12 identified subtypes,
subtypes 6a and 1la accounted for the highest
proportion, 38.8% and 25.0%, respectively. The
majority of hepatitis C patients treated at Hospital 19-
8 came from Hanoi (66.3%). Conclusion: Genotype
1a and 6a were dominant among hepatitis C patients
in 19-8 Hostpital. Keywords: 19-8 Hospital, HCV,
subtype 6a, subtype 1a, Hepatitis C

I. DAT VAN DE

Virus viém gan C (HCV) la tac nhan chinh
gay bénh viém gan C cap tinh va man tinh, da va
dang la mét méi de doa I6n d6i véi sic khde
cdng déng. Nam 2024, T6 chic Y t& Thé gidi
(WHO) udc tinh c6 trén 100 triéu ca nhiém HCV
Xay ra & tat ca cac khu vuc trén thé gidi, trong
d6 c6 khoang 50 triéu ngudi chuyen sang thé
nhiém HCV man tinh [1]. Ty 1& mic mdi hang
nam udc tinh la 1,5 triéu trerng hdp Khoang
700.000 ngudi t& vong moi nam vi cac bién
chirng lién quan dén nhiém HCV bao gém xd
gan, ung_thu' biéu md t€ bao gan [2]. Tuy nhién
ty 1& nhiém HCV va mac vién gan | C phéan bo rat
khac nhau theo khu vuc dia ly, quc gia, va tham
chi & mutc do ving mién & moi qudc gia [3].

Hién nay, HCV dugc phan loai thanh bay
kleu gen (genotype) gom 1, 2, 3, 4,5, 6 va 7.
Mdi ki€u gen lai dugc chia thanh nhleu kleu phu
hodc dudi ki€u gen (subtype). Theo théng ké thi
c6 trén 100 subtypes clia HCV da dugc xac dinh
[4]. Trong s6 cac ki€u gen HCV, genotype 1
chiém ty 1& cao nhat vdi trén 44% tong s6 ca
nhiém~HCV trén toan thé gidi va 60% & nhiing
ca nhiém HCV tai nhitng nudc cé thu nhap trung
binh va thu nhap cao. Kleu genotype 4 chiém
khoang 15% tong cac ca nhiém HCV toan cau.

Viét Nam nam trong s& 20 qudc gia ¢ ganh
nang bénh vién gan C cao nhat trén thé gidi; ty
Ié mdc HCV khoang 2 — 9% dan sg, tuy vao khu
vuc, vung mién. Mdc du da cdé nghién clu vé
dich té hoc HCV tai mot s6 bénh vién tai Ha NOi,
tuy nhién do Ha NGi la 1 trong 2 thanh phé cé
mat dd cu’ dan 16n nhat ca nudc, dan sé phan bo
trén khu vuc dia Iy rong nén tinh hinh HCV & moi
quan, huyén, cd sd y t€ la khac nhau. Bénh vién
19-8 BO Cong an la dan vi cham soc sic khoé
tuyén dau cla luc lugng an ninh mién Bdc, Viét
Nam. Bénh vién con cd cac bénh nhan la ngudi
nudc ngoai cong tac chuyén mon dai han, nang
cao nghiép vu. Do d6, thanh phan, ty 1€ va su
phan b& cac ki€u genotype, subtype cla HCV cd
thé khadc so vdi cac bénh vién khac & Ha Noi.
Chinh vi vay chdng téi ti€n hanh nghlen cu VGi
muc tiéu xac dinh déc diém dich té hoc phan tur
HCV tai Bénh vién 19-8, BO Cong an.

1. DOl TUONG VA PHUONG PHAP NGHIEN CUU

Poi tugng nghién ciru. Tat ca 80 trinh tu
gen virus viém gan C cla 80 bénh nhan dugc luu
trlr tai Trung tam Huyét hoc- Truyén mau diéu
tri tai Bénh vién 19-8.

Tiéu chuan lua chon mau nghién ciru

- Cac mau derc xac dinh tai lugng HCV
béng k¥ thuat RT-Realtime PCR

- MAu dudc giai trinh tu gen

- Co6 day du ho sd thong tin dich t& hoc.

Thdi gian va dia di€ém nghién ciru

- Thdgi gian nghién clu: TU thang 3/2024 —
3/2025

- Dia diém nghién clru: Bénh vién 19-8

Phuong phap nghién ciru

Thiét ké nghién ciru: Nghién ciu mo ta
cat ngang, hoi cliu

Phuong phap str dung trong nghién ciru

- PCR Sequencing va giai trinh tu’ Sanger

- Phan tich két qua: Trinh tu ving gen NS5B
dugc xr ly bdng phan mém Bioedit, phan tich,
xac dinh kiéu genotype trén trang Web:
http://hcv.lanl.gov va so sanh véi két qua Blast
trén NCBI, GenBank.

- Phugng phap phan tich cay pha hé: Cay
pha hé dua trén trinh tu’ gen NS5B theo phuacng
phap Neibour-joining tree, vgi gia tri 1ap 1000
Bootstrap trén cong cu PhyML (https://www.
phylogeny.ft/).

XU ly s6 liéu: S dung Chi-square test va
ANOVA.

Il. KET QUA NGHIEN CUU

Phan bd quan thé HCV theo nam, khu
vuc dia ly, gidi tinh va do tudi

Bang 1: Phédn bé quin thé HCV theo
nam va quéc gia

Viét S0 mau ducng

Nam | nam |19 | tinhHoy | TYI€
2017 20 | 0 20 75.0%
2018 | 29 | 4 33 41.25%
2019 | 22 | 1 23 28.75%
2000 4 |0 4 5.0%
Tong| 75 | 5 80 100%

Nh3n xét: Tong s6 80 mau duong tinh HCV
da dudgc thu thap, chiém ty Ié cao nhat trong
nam 2018 (41.25%), ti€p theo la nam 2019
(28.75%), va thdp nhat trong nam 2020 (5%).
Quan thé HCV dugc xac dinh chu yéu tir bénh
nhan cla 15 tinh thanh phia Bac, Viét Nam
chi€ém 94%, con lai la tir Lao (6%).
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Hinh 1: Phén b6 mdu HCV theo khu vut dia Iy
Nhén xét: Ha NoOi chiém 66%, cac tinh
thanh con lai rai rdc 1 — 5%. Tai Ha NOi, mau
HCV dugng tinh dugc thu nhan tir bénh nhéan
phan b6 & 11 quan, huyén cta Ha N&i, trong do
Cau Gidy chi€ém ty |é cao nhat (32.1%), ti€p dén
la Quan Bdc TU Liém (26.4%), Nam Tu Liém
(13.2%), trong khi cac quan huyén con lai gom
Tay H6, Béng Pa, Thanh Xuan, Ha Dong,
Chuong My, My Dlc, Pan Phugng, Ung Hoa
chiém ty I& tir 1.9% dén 5.7%.
Bang 2: Phdn b6 mau HCV theo nhom
dé tudi va gidi tinh

Nhém Ki€u gen HCV
dotusi NN 1 12|3 | 6 Téng|Ty
20-30 | 5 [0[2]0]1[2] 5 |63
31-40 | 13 |6 [ 8 |00 |11 ] 19 [23.8
41-50 | 26 |3 [ 8 (0|0 [21] 29 [36.3
51-60 | 10 |36 |0] 0| 7 | 13 [16.3
>60 | 10 |4 | 4 |1|0] 9 | 14 [175
Tong | 64 [16[28|1[1 [50 ] 80 100
Ty 1& (%) 80 |20 [35.0[1.3[1.3]62.5 100

Nhan xét: Theo gidi tinh, ty I&€ HCV & nhom
bénh nhan Nam chiém 80%, N chi chiém 20%.
DO tudi trung binh cla quan thé bénh nhan
duang tinh HCV la 47.4%, trong dé bénh nhan
nhd tudi nhat 1a 21 tudi, cao tudi nhat la 78 tudi.
Phan b3 HCV theo nhém tudi cao nhat & nhdm
41 - 50 tudi (36.3%), ti€p dén la nhém 31 — 40
tudi (23.8%), trong khi nhém 20 — 30 c6 ty 1é
duadng tinh HCV thap nhét (6.3%).

Quan thé HCV phan bd & 4 ki€éu gen dién
hinh trong d6 chiém uu th& nhét 1a ki€u gen 6
(62.5%), tiép theo la 1 (35.0%), trong khi kiéu
gen 2 va 3 chiém ty Ié rat thap (1.3% moai loai).

Phan bo kiéu gen (genotype) va dudi
kiéu gen (sub-genotype) HCV
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Hinh 2: Phdn bé dudi kiéu gen HCV trong
quan thé bénh nhan

Nh3n xét: Nném kiéu gen 1 va 6 chiém da
s8 trong nhém bénh nhan nghién clu. Kiéu gen
6 c6 su da dang nhéat, dudi kiéu gen phén thanh
8 kiéu: 6A, 6E, 6H, 61, 6L, 6N, 6P, 6S. DuGi kiéu
gen 6A chiém ti I& cao nhat (38,8%), ti€p theo la
6E, 6H [an luct la 12,5% va 5%, cac dudi kiéu
gen 6 con lai bang nhau va bang 1,3%. Kiéu gen
1 ¢6 2 dudi kiéu gen 1A chiém 25% va 1B chiém
10%. Ki€u gen 2,3 chi c6 dudi ki€u gen 2A va 3A.

Hinh 3: Cdy pha hé duoc xdy dung tir trinh
tu’ gen ma hoa gen NS5B cua 80 chiing
HCV trong nghién ciuu

Nhdn xét: Cay pha hé thé hién phan bd
theo tirng nhanh 16n clia moi ki€u genotype cd
cac subtype HCV tuong (ng dugc phat hién
trong nghién cfu nay va cac nghién clu khac
trén thé giGi bao gom cac subtype hiém gap. Cac
subtype chia thanh cac cum nhd (cluster) cho
thdy su da dang vé dac tinh di truyén gilta cac
chiing HCV cling kiéu subtype.

IV. BAN LUAN

Trong nghién cttu cla chdng t6i, s6 lugng
bénh nhan nam chi€ém cha yéu la 80% con bénh
nhan nir chi€ém 20%, ti 1€ nam/nit la 4/1. Két
qua nghién clru cta chidng tdi kha tuong dong
vGi mot nghién clru gan day tai Bénh vién Hitu
nghi da khoa Nghé An cho thay, ty Ié bénh nhéan
nam nhiéu han nit (83,14% so vdi 16,86%) [5].
TuGi trung binh cia bénh nhan 1a 47,5 tudi,
trong dé nhdm tudi 40-59 chiém ty I& cao nhat
(43,6%). Trong khi d6, cling theo mét nghién
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ctru khac thuc hién tai Bénh vién Dai hoc Y Dugc
TP.HCM cho thay, bénh nhan nir chi€ém ti Ié cao
han véi 53,7%, bénh nhan nam chiém 46,3%,
va do tudi  trung binh la 55,5 tudi [6].

Mot s6 nghién clru cho thay SuU gia tang ty [3
nhiém HCV theo do tudi, c6 thé 1a do viéc sang
loc cac san phdm mau du’c_jc cai thién va gan day
han cling nhu ap dung cac phuang phap tiém an
toan han. Cac nghién ciu huyét thanh hoc ¢ mét
sO6 qudc gia Dong Nam A cho thdy ty Ié luu hanh
khang thé HCV téng thé tir 0,4% dén 6% va cac
nghién clru nhé hon cho thdy su khac biét rat
I6n theo vung dia ly. Ty 1€ nhiem HCV trong dan
s6 cac qudc gia BNA va Bong A néi chung la
khac nhau, tir khodng 0,5% & Singapore va
HOng Kong dén khoang 6% & Viét Nam va Thai
Lan va vugt qua 10% & Myanmar, & Trung Qubc
la khoang 2%-3% (tugng duang véi khoang 30
triéu nguai)[7].

T6ng cong 12 dudi ki€u gen HCV dudc xac
dinh, kiéu genotype 6 c6 su’ da dang nhat véi 8
subtype (6a, 6e, 6h, 6i, 6l, 6n, 6p, va 6s), trong
do subtype 6a chiém ty Ié cao nhat la 38. 8%,
ti€p do la subtype 6e (12.5%) va 6h (5.%), cac
subtype con lai chi chiém 1.3% mobi Ioal Kiéu
genotype 1 chi xac dinh dugc 2 subtype gom la
(25 0%) va 1b (10.0%). Kiéu genotype 2a va 3a
cd ty Ié thap 13 1.3% moi loai. Ki€u genotype 1
cling phan b rat rong va dugc tim thdy & hau
hét cac qudc gia trén khap thé gigi [4]. Trong do
subtype 1b ph& bién va déc trung nhat & Trung
Quoc, Hong Kong, Pai Loan, Nhat Ban va Han
Quoc. Tuong tu, ki€u genotype 2 va 3, dudc tim
thay kha phé bién & Chau Au va cac nudc Chau
A, d&c biét 1a Nam A [8]. Tuy nhién hai ki€u
genotype nay lai phan bd rai rac & cac quéc gia
bBbéng Nam A, trong d6 chiém ti 1& thap G Viét
Nam. Cudi cling kiéu genotype 6 va cac subtypes
rat phd bién & Bong Nam A, nhat 1a & cac qudc
gia nhu Cambodia, Laos, Myanmar va Vietnam,
va cho thay su Iu‘u hanh rong rai va dac trung
clia_ kiéu 'genotype nay trong khu vuc. Cac ca
nhiém kiéu genotype 6 cling c6 tam quan trong
vé mét dich té hoc: theo thdng ké ctia WHO, udc
tinh cé khoang 62 triéu ngusi nhiem HCV 6 khu
vuc Tay Thai Binh Duong, chiém khoang mot
phan ba téng s& ca nhiém HCV trén toan thé gidi
[9]. Do d6 nghién cttu ddc diém dich té hoc phan
tor cua HCV khong chi du‘ng lai & tiing qudc gia
ma con can xac dinh & nhu‘ng khu vuc dia ly,
cong dong dan cu cu thé dé cd nerng bién phap
kiém soat, phong ngtra lay nhiém va diéu tri HCV
hiéu qua han.

V. KET LUAN VA KHUYEN NGHI

Kiéu genotype 1 va 6 chiém uu thé nhat
(97,5%) trong tdng s& 4 ki€u genotype HCV
dugc phat hién tai Bénh vién 19-8. Trong s6 12
ki€u subtype, subtype 6a va la chiém ty |é cao
nhat, lan lugt 1a 38,8% va 25,0%. Nhom bénh
nhan vién gan C diéu tri tai Bénh vién 19-8 dén
tlr 15 tinh thanh phia Bac, trong dé Ha Noi chiém
da s6 (66,3%). Nhitng dir liéu nay con han ché,
chi dai dién cho quén thé bénh nhén diéu tri tai
Bénh vién 19-8, do do can ¢ thém nhu’ng nghlen
cltu dich t& hoc tai cic bénh vién khéc dé danh gla
chinh xdc su phan bS cic ki€u genotype va
subtype cia HCV trén dia ban Ha Noi.
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