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U c6 dong mach trong u trén hinh dong
mach (mdi tén), gay gian dudng mat trén dong
(mii tén cong) trén hinh tinh mach va T2W

V. KET LUAN )

Nghién cru cho thdy CHT gan trudc phau
thuat cd gia tri cao trong du doan nguy cg tai
phat trong gan sém sau cat gan diéu tri
UTBMTBG. Cac dic diém hinh anh nhu déng
mach trong u, phan loai LI-RADS M va xam lan
dudng mat la cac yéu to tién lugng doc 1ap cé y
nghia thong ké. Viéc nhan dién sdm cac yéu td
nay tir hinh anh hoc gitp dinh hudng chién lugc
diéu tri hdp ly va ca thé hoa theo nguy co, gop
phan cai thién tién lugng cho nguGi bénh
UTBMTBG sau phau thuat. Cac nghién ctu vdi cG
mau Ién hon va phugng phap tién clru s€ can
thiét dé tiép tuc khang dinh gia tri clia cac yéu td
hinh anh nay.
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DAC PIEM XET NGHIEM VA BIEN DOI DI TRUYEN O’ NGU'O'l BENH LO'
XE MI KINH DONG BACH CAU HAT MANG PQT BIEN KHANG THUOC TAI
VIEN HUYET HOC - TRUYEN MAU TRUNG UONG GIAI POAN 2020 - 2024

TOM TAT

Van dé nghién ciru: Lé xé mi kinh dong bach
cau hat (CML) la bénh tang sinh tdy ac tinh, dugc diéu
tri cht y&u badng thubc (rc ché tyrosine kinase (TKI).
Tuy nhién t|nh trang khang thudc do dot bién gen
BCR::ABL1 van la thach thirc |6n trong lam sang Muc
tiéu: M6 ta dic diém bién dai di truyén & ngu‘d| bénh
CML mang ddt bién khang thudc tai Vién Huyét hoc —
Truy8n mau Trung uong giai doan 2020-2024. Doi
tuwong va phuong phap: Nghién cllu md ta cit
ngang hoi ciu trén 38 ngudi bénh CML c6 dot bién
khang thubc dugc xac dinh bang ky thuét giai trinh tu
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Bach Quéc Khanh'2, Dwong Quéc Chinh'?

gen thé hé mdi (NGS). Két qua: Trong s6 38 ngudi
bénh, 57,5% mang 1 dot bién, 27,5% mang 2 doét
bién va 15% mang 3 dét bién khang thudc. Cac dot
bién thudng gap la Y253H G250E, F359V, T3151
phan bo chu yéu tai vung P- Ioop, C- Ioop va vung gan
Imatinib cua proteln BCR::ABL1. Bén canh dot bién
diém, nghién cliu con ghi nhan céc trUdng hop dot
bién chen/mat nucleotide. Két luan: Giai trinh tu gen
thé hé mdi la cong cu Jquan trong trong phat hién cac
dot bién khang thudc & ngudi bénh CML. Céc dot bién
phét hién dudc rét da dang, viéc ca thé hoa phac do
dleu tri dya trén dac diém do6t bién 1a can thiét dé&
nang cao hiéu qua va tién lugng cho ngudi bénh CML
khang TKI. Tar khoa: |G xé mi dong bach cau hat,
thuGc (c ché tyrosine kinase, giai trinh tu gen thé hé
mgi, dot bién khang thudc

SUMMARY
MOLECULAR AND LABORATORY FEATURES
OF CHRONIC MYELOID LEUKEMIA PATIENTS

WITH TKI RESISTANCE MUTATIONS AT THE
NATIONAL INSTITUTE OF HEMATOLOGY
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AND BLOOD TRANSFUSION (2020-2024)
Introduction: Chronic myeloid leukemia (CML) is
a myeloproliferative neoplasm characterized by the
presence of the BCR::ABL1 fusion gene, resulting from
the Philadelphia chromosome translocation. Targeted
therapy with tyrosine kinase inhibitors (TKIs) has
significantly improved clinical outcomes; however,
drug resistance—particularly due to BCR::ABL1
mutations—remains a major therapeutic challenge.
Objective: To describe the genetic alterations in CML
patients harboring resistance-associated mutations at
the National Institute of Hematology and Blood
Transfusion during the period 2020-2024. Methods:
A retrospective cross-sectional study was conducted
on 38 CML patients with confirmed TKI resistance
mutations,  identified  through  next-generation
sequencing (NGS). Results: Among the 38 patients,
57.5% had a single mutation, 27.5% had two
mutations, and 15% carried three resistance
mutations. The most frequent mutations included
Y253H, G250E, F359V, and T315I, predominantly
located in the P-loop, C-loop, and the Imatinib-binding
domain of the BCR::ABL1 protein. In addition to point
mutations, cases of insertion/deletion mutations were
also identified. = Conclusion:  Next-generation
sequencing is a crucial tool for detecting TKI
resistance mutations in CML patients. The detected
mutations were highly heterogeneous and significantly
influenced treatment outcomes. Personalized therapy
guided by mutation profiling is essential to optimize
efficacy and improve prognosis in patients with TKI-
resistant CML. Keywords: Chronic myeloid leukemia
(CML), Tyrosine kinase inhibitors (TKI), Next-
Generation Sequencing (NGS), Resistant mutations

I. DAT VAN PE

Bénh Lo xé mi kinh dong bach cau hat
(chronic myeloid leukemia — CML) la bénh mau
ac tinh cd t8 hop gen déc trung BCR::ABL1. Diéu
tri nham dich cho ngusi bénh CML bdng cac
thudc Uc ché hoat tinh tyrosin kinase (TKI —
tyrosin kinase inhibitor) la lua chon diéu tri hang
dau hién nay. Tuy nhién, mét s6 bénh nhan co
thé& xuat hién khang thubc. Tan suét dot bién cd
xu hudng tang Ién khi CML tién trién tir giai doan
man tinh sang giai doan tdng tdc va chuyén cap.
Hién nay, cd trén 90 dot bién da dudc phat hién,
trong d6 cé nhitng dot bién khang thuéc manh
nhu dot bi€n & vung gan truc ti€p vdi imatinib
(T315I, F317L), dot bién & vung P-loop
(G250E,Y253F...).Vi vay, nghién cu vé cac
trudng hgp nay s& gilip cac bac sy hiéu sau hon
V€ cd ché khang thu6c va ho trg thém trong viéc
lva chon dugc phac d6 diéu tri phu hgp vdi
ngudi bénh. Do dd, ching toi thuc hién dé tai
nghién cltu v8i muc tiéu: M6 t3 dic diém bién
doéi di truyén & nguoi bénh Lo xé mi kinh dong
bach cdu hat mang dot bién khang thudc bénh
nhdn CML tai Vién Huyét hoc — Truyén méu
Trung uong gial doan 2020 — 2024.

II. DOl TUQONG VA PHUONG PHAP NGHIEN CU'U
2.1. Poi tugng nghién ciru. Ngudi bénh

CML c6 dot bién khang thudc tai Vién Huyét hoc —

Truyén mau Trung uang giai doan 2020 - 2024.

Tiéu chuén lua chon déi tuong nghién
ctru: Ngudi bénh CML diéu tri bdng thubc TKI
thé hé th& nhat dugc chidn doan khang thudc
hodc theo ddi khang thuéc theo tiéu chudn cua
Mang Iudi ung thu Hoa Ky, dugc bac sy chi dinh
xét nghiém phat hién dot bién khang thudc TKI
bang ky thuat giai trinh tu’ gen thé& hé hai va co
két qua phat hién dot bién khang thudc.

2.2. Mot sé dinh nghia, tiéu chuan
nghién ci'u

2.2.1. Tiéu chudn danh gia khang thuéc
theo Hudng dan chdn dodn va diéu tri bénh
Iy Huyét hoc — B3 Y té 2022*

- NguSi bénh CML dugc chdn doan khang
thudc nguyén phat khi ngudi bénh khong dap Ung
sau 3 thang (%]IS > 10), sau 12 thang (%]IS > 1).

- Ngudi bénh CML dugc chan dodn khang
thudc th(r phat khi ngudi bénh da dat lui bénh sau
12 thang nhung sau dé mat dap Ung, tai phat.

- Hodc mat dap (ng diéu tri, tai phat.

2.2.2, Tiéu chudn dap ing diéu trit

- Tiéu chuén dap (ng vé té bao di truyén:

- Bap Ung hoan toan: Ph(+) 0%.

- Pap (ing nhiéu: Ph(+) 1%-35%.

- bap ’ng mot phan: Ph(+) 36%-65%.

- Dap Uing t6i thiéu: Ph(+) 66%- 95%.

- Khong dap Ung: Ph(+) > 95%.

- Tiéu chuén dap (ng mdc dd phéan ta:

- bap Ung sau: két qua dinh Ilugng
BCR::ABL1/ABL1 dat it nhat MR4.5 (tudng
dugng %IS = 0,0032 hoac 4,5 log dudgi mic
dudng chuén).

- bap Ung tot (Major Molecular Response -
MMR): két qua dinh lugng BCR::ABL1/ABL1 dat
it nhat MR3 (tuong dudng %IS > 0,01, hoac
giam 3 log dudi mdc dudng chuén).

Hién nay, khi xac dinh mic dap ing & mic
dd phan ti, thang diém qudc té (International
Scale - IS) dugc théng nhét sir dung dé tinh mdrc
do gidm sO copy mRNA cua gen BCR::ABL1 so
vGi gen tham chi€u ABL1, theo ty Ié %!.

2.2.3. Tiéu chudn phén tich va_ dinh
danh bién thé di truyén theo Hudng dan cla
Hoi di truyén y hoc va bd gen y hoc My nam
2015 (American College of Medical Genetics and
Genomics — ACMG)?

» Dinh danh bién thé di truyén:

- Tén gen: BCR::ABL1

-M3 trinh tu cDNA tham chiéu trén
GenBank: NM_005157SC, vung TKD tu
nucleotide 724 — 1480.
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> X&p loai bién thé di truyén:

- Bién thé di truyén dugc xép vao 5 nhém:

+ Bién thé di truyén gay bénh (pathogenic)

+ Bién thé di truyén cd thé gay bénh (likely
pathogenic)

+Bién thé di truyén chua rd chic ning
(Uncertain significance)

+ Bién thé di truyén cd thé lanh tinh (likely
benign)

+ Bién thé di truyén lanh tinh (benign)

2.3. Phuong phap nghién ciru

- Thiét ké nghién cru: Nghién ctru héi clru,
m0 ta cat ngang.

- Phuong phép chon mAau: chon mau toan bo.

- Ky thuat s dung trong nghién ctu:

+ Bénh an nghién ctu: SO liéu dugc thu thap
tai cac thsi diém: ngudi bénh sau diéu tri 3
thang, sau diéu tri 6 thang, sau diéu tri 12 thang
va sau diéu tri > 12 thang.

+ TAng phan tich t& bao mau.

+ Huyét tay do.

+ Cong thirc nhiém sic thé béng phudng
phap nhuém G.

+ Dinh tinh va dinh luong gen BCR::ABL1
(IS) béng phuacng phap PCR.

+ Gidi trinh tuv ving TKD gen BCR::ABL1
bang phuang phap giai trinh tu gen NGS.

2.4. Phuong phap xur ly so liéu

- XU ly s@ liéu bang phan mém SPSS 29.0.

- Dé tai sir dung cac thuat toan vé phan tich
thong ké mo ta, phan tich tuong quan (co y
nghia thong ké khi p<0,05).

- Thong ké mo ta doi vai bién dinh tinh dugc
thuc hién thong qua dudi dang tan s6 va ty Ié
phan tram, dang do6 tap trung (trung binh, trung
vi) va do phan tan (bién dd, dd léch chuén,
phuong sai) véi cac bién dinh lugng.

2.5. Pao dirc nghién ciru. Moi thong tin thu
thap dudc dam bao bi mat, chi thong bao cho doi
tugng nghién clu, chi phuc vu muc dich nghién
clu va diéu tri. Nghién clru dugc sy dong y va phé
duyét clia HGi dong khoa hoc, HOi dong dao dic
vién Huyét hoc — Truyén mau Trung uong.

Il. KET QUA NGHIEN cU'U

Bang 3.1: Pdc diém chung cua doéi

tuong nghién cuau
Tudi [ 46,7 + 13,1
Gigi tinh
Nam (%, N) 65% (24)
N (%, N) 35% (14)

Cac giai doan bénh

Tang toc (%, N) 5% (2)
Man tinh (%, N) 95% (36)
S6 lugng hong cau (T/L) 4,22 + 0,57
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Nong do Hemoglobin (g/L)

S0 lugng tiéu cau (G/L) 379,79 + 378,39

S0 lugng bach cau (G/L) 11,44 + 15,82

Pac diém cong thirc nhiém sac thé (NST)
Cbng thitc NST chi ¢ Ph (%, N)|  68,4% (26)
Cong thdc NST ¢ Ph va bat
thudng khéc (%, N) 10,5% (4)
Cong thiic NST binh thudng (%, N)|  2,6% (1)

NguSi bénh I6n nhat 1a 77 tudi, nhd nhat la
21 tudi, tui trung binh la 46,7 + 13,1. Nam gdp
nhiéu han nit véi ty 1€ [an lugt la 65% va 35%.

Tai thoi diém 1am gidi trinh tu’ gen, 36 ngudi
bénh (95%) & giai doan man tinh va 2 ngudi
(5%) & giai doan tang to6c. S6 lugng bach cau
trung binh tdng nhe (11,44 G/L).

_Co 68,4% ngerl bénh mang bat terdng
nhiém sic thé Ph va 10,5% ngt.rdl bénh ngoa| Ph
con. mang thém bat terdng sO lugng/ cau trac
nh|em sac thé khac (chuyen doan perc tap gilra
3 nhlem sac the) Co 1 nguGi bénh c6 cong thirc
nhiém sic thé binh terdng

Bang 3.2: Két qua dinh luong va dinh
tinh gen BCR::ABL1 cua doi tuong nghién cau
SO Iugng

128,58 + 14,82

Két qua xét nghiém gen ngudi Ty lé %
BCR::ABL1 bénh (n=38)
R | >10% 21 55,3%
L‘g:ﬂ“cﬂggﬁ: >1-10% 6 15,8%
dinh lwgng |-~ 02— 270
BCR::ABL1 T 0 270
ong co
(1) thong tin* 2 5,3%
Nhom nguai | C6 P210 5 13,2%
bénh chi lam R ,
dinh tinh Khlgznlgoco 0 0,0%
BCR::ABL1

*: ngudi bénh khong lam xét nghiém dinh
lugng/ dinh tinh xac dinh gen BCR::ABL1

Cb 55,3% nguGi bénh cd két qua dinh lugng IS
>10%; 15,8% ngudi bénh c6 IS> 1 — 10%. Ngoai
ra, 5 ngudi bénh (13,2%) chi lam xét nghiém dinh
tinh va khéng lam xét nghiém dinh Iugng
BCR::ABL1 tai thdi diém lam giai trinh tu’ gen.

15,0%

27i 57,5%

m Nguéi bénh cé 1 détbién = Ngudi bénh cé 2 dbt bién Ngu&i bénh cé 3 dbt bién
Biéu do 3.1: Ty Ié déi tuong nghién ciu
theo so luogng dot bién khang thuéc

Ty 1€ ngudi bénh CML c6 1 dot bién khang
thudc chiém 57,5%. Ngudi bénh c6 2 dot bién
khang thuoc la 27,5% va 15% ngudi bénh mang
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tGi 3 dot bién khang thudc.
Bang 3.3: Bic diém loai dot bién

. . ann L SO lugn Ty Ié %
Cac loai dot bién ngudi bégh (n=38)
Mang 1 d6t bién diém 19 50,0%
Pot bién diém Mang 2 dot bién diém 9 23,7%
Mang 3 d6t bién diém 3 7,9%
Dot bién thém Thém 4 nucleotide 1 2,6%
nucleotide Thém 35 nucleotide 2 5,3%
POt bién diém phdi | 2 dot bién diém va 1 dot bién thém 1 nucleotide 1 2,6%
hgp véi dot bién | 1 dot bién diém va 1 dot bién thém 35 nucleotide 1 2,6%
thém nucloetide | 2 d6t bién diém va 1 dot bién thém 35 nucleotide 1 2,6%
Dot bién diém phaoi
hgp véi dot bién mat| 1 dot bién diém va 1 dot bién méat 2 nucleotide 1 2,6%
nucloetide

Pa s6 dot bién phat hién dugc la dot bién
diém, véi s6 lugng ngudi bénh mang 1 dét bién
diém chiém t&i 50% trong ddi tugng nghién clu.
Ngoai ra, nhdom nghién cru con phat hién dugc
dot bién thém nucleotide vGi 2 loai la thém 4

Bl riocop | C-helix | sSH3 - S

Biéu dé 3.2: Pic diém cdc dot bién diém

nucleotide (2,6%) va thém 35 nucleotide
(5,3%). Bac biét, mot s6 ngudGi bénh cd mang
dot bién diém phdi hdp vGi dot bién thém
nucleotide va ddt bién diém phdi hdp véi dét
bi€n mat nucleotide.

lope

Pot bién Y253H cb tan sudt cao nhat (13,5%), tiép theo 1a G250E (7,7%), F359V (7,7%), C475G
(5,8%), T315I (5,8%), F359I (3,8%), F359C (3,8%), E255K (3,8%). Cac dot bi€n con lai déu cd tan
sudt 1,9%. Pa s cac dot bién phat hién dugc trong nghién clru tap trung & viung C-terminal lope, P-
loop va IM binding site (vung gan Imatinib) clia protein BCR::ABL1 kinase domain.

Bang 3.4: Cac loai dét bién thém/mat nucleotide

y . . e ra anilea o 2n o | SO IUGNG

c oAl A Vi tri nucleotide |Acid amin|Tén dot|Vi tri dot bién o

Loai dot bien bién dai bién d6i | bién | trén protein "9i0 Mang
Dot bien mat 2 nucleotide | ¢.1084_1085delAG |p.Asp363fs| D363fs C-loop 1
Dot bien thém 35 nucleotide| c.1423_1424ins35nu |p.Cys475fs| C475fs |C-terminal lope 4
Dot bién thém 1 nucleotide | ¢.1455_1456insT | p.Ala487fs | A487fs |C-terminal lope 1
DOt bién thém 4 nucleotide | ¢.906_907insGGCA |p.Gly303fs| G303fs |IM binding site 1

Trong 7 nguGi bénh mang dot bién thém/ bién la 39,91 + 35,53% (Min = 5%; Max =

mat nucleotide cd 4 ngudi bénh mang dot bién
thém 35 nucleotide, 1 ngudi bénh mang dot bién
mat 2 nucleotide, 1 ngudi mang dot bién thém 1
nucleotide va 1 ngugi mang dot bién thém 4
nucleotide. Ba s6 cac dot bién & vung C-terminal
lope trén protein BCR::ABL1 kinase domain.
NguBng cut-off phat hién dot bién bang
phuang phap giai trinh tu gen thé hé méi dugc
dung trong nghién cru la 5%. Trong nghién clu,
tan suat allen dot bién trung binh cua cac doét

100%). Trong dé 35,59% cac trudng hgp cd tan
sudt dudi 15%.

IV. BAN LUAN

D0 tudi trung binh cla nhém bénh nhan 13
46,7 tudi, cho thdy do tubi cla ngudi bénh rat
da dang, tir tré nhat 13 21 tudi dén nhiéu tudi
nhét Ia 77 tudi. K& qua nay tudng dong véi mot
s& nghién clfu trén quéan thé ngudi chau A, cho
thdy d6 tudi trung binh phat hién bénh CML vao
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khoang 47 tudi, thdp hon nhiéu so véi quan thé

ngudi bénh phuong Tay véi do tui trung binh la
67 tudic.

Trong cac yéu t6 tién lugng clia CML, tudi la
mot yéu té quan trong trong danh gia dap (ng
diéu tri va két qua sdng sét. Ngudi bénh tré tudi
thudng co ty 1€ s6ng sét chung tét hon va co
nhiéu kha nang dung nap cac liéu phap chuyén
sau nhu thudc Urc ché tyrosine kinase hon so vdi
ngudi bénh 16n tudi. Tuy nhién, su hién dién cla
nhifng ngudi bénh I8n tudi trong nghién clu (1én
dén 77 tudi) dit ra nhu cau cip thiét vé cac
chién lugc diéu tri dugc cd nhan hda. Daoi vdi
ngudi bénh cao tudi, cac bénh kém theo va kha

nang dung nap thudc trg thanh nhiing yéu t6
guan trong va cd thé can cac liéu phap thay thé

hodc diéu chinh liéu d€ t6i uu hda viéc diéu tri
dodng thdi ki€m soét cac tac dung phu*,

Su phan b gidi tinh cla nhom nghién clru
phu hgp vai dir liéu dich t& hoc trén thé gidi, cho
thdy CML c6 ty 1é mac bénh cao han & nam gidi
so vGi nit gidi. Nhi€u nghién ctru khac nhau cho
thay sy khac biét vé mat sinh hoc, phdl nhiém
moi tru’dng hodc cac yéu to 16i song 6 thé gop
phan vao sy chiém uu thé& nay cia nam gidi,
mac du ly do chinh xac van chua rd rang*s.

Giai doan man tinh thudng di kém vdi tién
lugng thuan Igi va ty 1€ dap 'ng cao véi TKI, tinh
trang khang thuGc van xuat hién vdéi mot ty 1€
dang k€ & ngudi bénh. Trong nhdm nghién clu,
c6 2 ngudi bénh & giai doan tang toc va déu gap
hién tugng khang thubc th(r phat, chiém ty lé
5%. Két qua nay phu hgp vdi y van, cho thay
hiéu qua diéu tri CML vai TKI®. Tinh trang khang
thudc thr phat thudng do dot bién mién kinase
BCR::ABL1, chdng han nhu dét bién T315I, ngdn
can TKI lién két hiéu qua vdi protein BCR::ABL1.
Cac co ché& khang thudc khac bao gébm biéu hién
qua mudc gen BCR::ABL1, bdm thuGc ra ngoai
lam gidm nong dé TKI noi bao hoac su' tham gia
clia cac con dudng phan tir b8 sung (vi du: con
dudng PI3K/AKT, JAK/STAT) thic déy su' séng
con cla té€ bao mac du da diéu tri bang TKI®.

Ty I& gap cac bat thudng di truyén khac
ngoai nhiém sic thé Philadelphia (cu thé 13
chuyé&n doan phic tap glu‘a 3 nhiém séc thé) 13
10,5%. Ty Ié xudt hlen cac bat thuang di truyén
khac ngoai nhiém sic thé Phlladelphla dugc
quan sat thdy & khoang 30% ngudi bénh CML
khéng thu6c TKI. Mot nghién clu clla Hochhaus
nam 2002 trén 115 ngu’d| bénh CML khang
imatinib da bao cao ty 1€ cac bat thugng nhiém
séc thé khac (ACA) nhu sau: Trlsomy 8 (+8): co
§ 12% ngudi bénh, nhiém sic thé Phlladelphla
bS sung (+Ph): dugc tim thdy & 8% ngudi bénh,
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Isochromosome 17q [i(17)(q10)] c6 & 5% ngudi
bénh, trisomy 19 (+19) dugc thdy & 3% ngudi
bénh, Monosomy 7 (-7) dugc tim thdy & 4%
ngudi bénh, da ton thuang (ba hodc nhiéu ACA):
bugc xac dinh & 10% ngudi bénh*. O ngudi
bénh c6 tinh trang khang thudc Uc ché TKI, cac
ACA xudt hién phé bién & t€ bao Ph+. Cac ACA
nay cé lién quan dén su tién trién bénh thanh
giai doan téng tdc hodc giai doan chuyén IG xé
mi cap va co tién lugng kém hon’8,

Trong nghién cliu cla ching t6i, ngudng
cut-off phat hién dét bién bdng phuong phap
giai trinh tu gen thé hé mdi la 5%, trong dé
35,59% cac trudng hop cd tan suat < 15%. Déy
la mét uu diém cla ky thudt NGS so Vi giai
trinh tu Sanger khi c6 thé phat hién cac bién thé
tan suat thap Cac erdng dan mdi cta ELN ciing
khuyén cao nén sir dung NGS la phuong phap
phat hién dot bién gen BCR::ABL1 trong cac
trudng hop khang thudc® 19,

V. KET LUAN

TuGi trung binh cla nhdm bénh nhan nghién
cliu 13 46,7+13.1 tudi. Dot bién khang TKI &
bénh nhan CML khang thudc rat da dang: 57,5%
mang 1 dot bién, 27,5% mang 2 dot bién va
15% mang 3 dot bién. Cac dot bién thudng gap
la Y253H, G250E, F359V, T315I. 35,59% cac
trudng hop cd tan suat < 15%.
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U'NG DUNG CHi SO SOC TRONG TIEN POAN TU’ VONG NQI VIEN
O' BENH NHAN SUY TIM CAP

Nguyén Hoang Hai', Phan Duin?, Truong Quang Binh?

TOM TAT

Mé dau: Chi sd s6c (SI) la mét cong thirc toan
hoc dan gian (tinh bang thuang s6 cla tan sg tim chia
cho huyét ap tam thu) da cho thdy y nghia tién lugng
G nhitng bénh ly ngoai tim vdi cac ngudng cat khac
nhau qua tung nghién ciru. Hién nay trén thé gigi da
c6 mot s6 nghién clru vé 'ng dung chi s6 soc 6 bénh
nhan suy tim cap, nhung dif liéu &'ng dung SI tai Viét
Nam con han ché. Phuong phap nghién cltu:
Nghién clru mo ta, hdi chu dugc thuc hién & bénh
nhan suy tim cap nhap vién tai Bénh vién Nhan dan
Gia DPinh. Suy tim cdp dugc chan doan dua trén
khuyén cdo HOi tim mach Viét Nam 2022. Két cuc tién
phat dugc khao sat trong nghién cru la tlr vong ndi
vién. Phan tich hoi quy logistic da bién dugc thuc hién
cho cac yéu t6 tién doan doc Iap tir vong noi vién. Két
qua: Trong 115 bénh nhan suy tim cap: ngudng cat
cla SI > 0,908 c6 do chinh xac cao trong tién doan tur
vong ndi vién vdi dién tich dudi dudng cong ROC
(AUC) la 0,88 va gia tri tién doan am 98,91 %. Phan
tich hoi quy logistic da bién cho thay SI la cong cu tién
doan doc lap bién cd noi vién cling nhu t& vong &
bénh nhan suy tim cap. Ngoai ra, tang LDLc va bénh
canh héi chirng mach vanh cap la nhitng yéu t6 tién
doan doéc lap cho s6c tim & ngudi bénh suy tim cap.
K&t luan: Chi s6 soc (CI) la phuang thic don gian,
nhanh chdng, thuan tién gilp gop phan tién doan tur
vong noi vién & ngudi bénh suy tim cap.

Tur khoa: Suy tim cap, soc tim, ti vong ndi vién

SUMMARY
APPLICATION OF SHOCK INDEX IN

PREDICTING IN-HOSPITAL MORTALITY IN

PATIENTS WITH ACUTE HEART FAILURE
Background: The Shock Index (SI), calculated
as the ratio between heart rate and systolic blood
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pressure, serves as a straightforward mathematical
formula. It has demonstrated prognostic significance
in non-cardiac conditions across various studies
utilizing different threshold values. While the global
application of SI in acute heart failure has been
explored, data specific to its use in Vietham remains
limited. Objects and methods: This retrospective
descriptive study was conducted on patients admitted
with acute heart failure at Nhan dan Gia Binh Hospital,
utilizing the diagnostic criteria from the Vietnam
National Heart Association (VNHA) 2022 guidelines.
The primary outcome was in-hospital mortality.
Multivariate logistic regression analysis was employed
to identify independent predictors of in-hospital
mortality. Results: Among 115 acute heart failure
patients: A cut-off SI of 0.908 demonstrated high
predictive accuracy for in-hospital mortality, with an
area under the ROC curve (AUC) of 0.88 and a
negative predictive value of 98.91%. Multivariate
logistic regression analysis established SI as an
independent predictor of in-hospital events and
mortality in acute heart failure patients. Additionally,
elevated low-density lipoprotein cholesterol (LDLc)
levels and the presence of acute coronary syndrome
were identified as independent predictors of in-
hospital mortality in patients with acute heart failure.
Conclusion: The Shock Index (SI) is a simple, rapid,
and convenient tool that contributes to the prediction
of in-hospital mortality in patients with acute heart
failure. Keywords: Acute heart failure, cardiogenic
shock, in-hospital mortality

I. DAT VAN PE

Suy tim cap la tinh trang cdp ctu thudng
gap trén lam sang, dac biét la & nhitng khoa Hoi
suic, Cap ctru, Tim mach. Mac du cho dén hién
tai da cd nhiéu tién bo trong quan li va diéu tri,
va thuc té ti |1é t&r vong co cai thién trong suy tim
man nhung riéng d6i véi suy tim cap, ti 1& to
vong van con rat cao. Cu thé, theo mét s6
nghién cfu sd bd tim mach theo ddi dai han, ti 1&
tlr vong ndi vién khoang 4 — 10%?*3, ti 1€ tir vong
1 ndm sau xuét vién cd thé 1&n dén 25 — 30%,
tham chi cd nghién clu con cho thay ti Ié nay
han 45%?14°, Nam 2023, Douglas S. Lee va cong
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