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trai 6 nhirng bénh nhan nay.

Po thdi gian kich hoat tam nhi toan bd la
mot phudng phap khong xam I8n, c6 thé thuc
hién thudng quy trong thuc hanh 1am sang, hd
trg phat hién sém cac bat thudng dién hoc nhi
trai ¢ bénh nhan DTD typ 2. Diéu nay rat hitu
ich trong du doan nguy cd rung nhi, gitp can
thiép sém va ca thé hda diéu tri, gidam thiéu cac
bién c6 tim mach nang & ngudi DTD.
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DANH GIA HIEU QUA KY THUAT CNV-SEQ TRONG CHAN DOAN
TRU'O'C SINH CAC BAT THUO'NG NHIEM SAC THE O’ THAI NHI
TAI BENH VIEN PAI HOC Y HA N(_)I
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Nghién clru nham danh gla hiéu qua cta ky thuat
CNV-seq trong chan doan trudc sinh cac bat thudng d|
truyén nhiém sic thé & thai nhi. Doi tugng va
phuong phap ngh|en ciru: Nghlen cffu héi ciru, md
ta cat ngang trén 163 thai phu co chi dinh choc &i d&
chan doan trerc sinh tai B&nh vién Dai hoc Y Ha Noi.
Mau dich 6i dudc phan tich dong thd| b&ng hai ky
thuat phan tich NST lap karyotype va CNV-seq. Két
qua: Ty |é phat hién bat thudng bdng CNV-seq la
27%, cao han so vdi karyotype (19,6%). CNV-seq
phat hién 15 trudng hdp mat/lap doan nho ma
karyotype khong phét hién dugc, gom 5 tru‘c‘ing hop
gay bénh/cé kha nang gay bénh, 1 lanh tinh va 9 chua
roy nghia Iam sang Ngugc lai, karyotype phat hién 4
bat terdng cau trdc can bang ma CNV-seq khong phéat
hién. K&t luan: CNV-seq gilp tang kha ndng phat
hién bat thudng di truyén nhung khong thay thé dugc
karyotype trong phat hién bat thutng cau trac can
bang. Viéc két hdp hai phucng phap giup tang do
chinh xac trong chan doan trudc sinh. T’ khoa: CNV-
seq, chan doan trudc sinh, b4t thudng di truyén.

SUMMARY
EVALUATION OF THE EFFECTIVENESS OF
CNV-SEQ IN PRENATAL DIAGNOSIS OF
FETAL CHROMOSOMAL ABNORMALITIES
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This study aims to evaluate fetal genetic
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abnormalities at the chromosomal and molecular
levels (Copy Number Variation) in prenatal diagnosis.
Research methodology: A retrospective, cross-
sectional study was conducted on 163 fetuses from
pregnant women who underwent amniocentesis for
prenatal diagnosis at Hanoi Medical University
Hospital. Amniotic fluid samples were analyzed using
two techniques: Karyotyping and CNV-seq. Results:
The detection rate of abnormalities by CNV-seq was
27%, higher than that of traditional karyotyping
(19.6%). CNV-seq identified 15 cases of
microdeletions/duplications that were not detected by
karyotyping, including 5 pathogenic or likely
pathogenic cases, 1 benign case, and 9 variants of
uncertain clinical significance. Conversely, traditional
karyotyping detected 4 cases of balanced structural
abnormalities that were not identified by CNV-seq.
Conclusion: CNV-seq proved effective in detecting
small copy number variations (deletions/duplications)
that might be overlooked by karyotyping but could not
detect balanced structural abnormalities such as
inversions or translocations. The combination of both
techniques can effectively improve the detection rate
of chromosome abnormalities in prenatal diagnosis.

Keywords: CNV-seq, prenatal diagnosis, genetic
abnormality.

I. DAT VAN BE

Bat thudng di truyén & thai nhi la nhiing
thay doi trong vat chét di truyén cd thé dan dén
di tdt bdm sinh hodc anh erdng dén slc khée
clia thai nhi, Nerng bat thu’dng nay bao gom bat
thuding nhiém sic thé va bat terdng 6 muc do
phan tr, dién hinh [a bién thé s6 lugng ban sao
(CNVs). Nguyén nhan cua cac di tat bam sinh
thudng phuc tap, lién quan dén yéu to di truyén,
mdi trudng, hodc sy’ tuong tac cla nhiéu yéu to
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khac nhau. Hién nay, nhiéu ky thuat da dugc
Ung dung va dc’mg vai trd quan trong trong viéc
phat hién sém cac bat thu’dng ngay tu giai doan
b3o thai. Phan tich nhiém sic thé tir t& bao 6i
(karyotyping) dudc xem Ia tiéu chudn vang trong
chan doén trudc sinh cac bat thudng di truyén &
cap do té bao. Tuy nhién, ky thuat néy chi co
kha_ nang phat hién cac bat thudng cdu truc
nhiém sic thé cé kich thudc tir 5-10 Mb trd 1én
va thoi gian trd két qua thu’dng kéo dai tUr 2-3
tuan’2 Do dd, viéc 0ng dung cac ky thudt hién
dai nhdm nang cao kha nang phat hién bat
thudng nhiém sic thé 13 can thiét va trd thanh
Xu hudng tat yéu. Gan day, cong nghé gidi trinh
tu thé hé mdi (NGS) ngay cang dugc ap dung
rong rdi trong lam sang, v&i kha nang giai trinh
tu toan bo hé gen, viing gen ma hda, hodc nhém
gen chon loc, cho phép phat hién cac CNV trén
toan hé gen. Trong do, ky thuat CNV-seq (Copy
Number Variation sequencing) cé kha nang phat
hién cac bién thé sd lugng ban sao (CNVs) ¢
kich thudc tur 1 Kb trg [én, glup xac dinh nhu‘ng
bat thudng di truyén ma nhlem s3c thé d6 cb thé
bd sét, dong thdi rit ngdn thdi gian tra két qua
con 5-7 ngay, qua dé trd thanh mot cong cu
chan doan tiém nang 3. Trén thé& giGi mot s6
nghién cu da cho thady gid tri cia CNV-seq
trong chan dodn sdm b4t thudng & thai. Theo
nghién ctu clia Suhua Zhang va cong su (2022),
CNV-seq la phuong phap bd sung hiéu qua cho
karyotyping, gilp nang cao do chinh xac trong
chan doan trudc sinh®. Nghién clu cia Hao
Zhang va cong su (2023) cling cho thay két hgp
CNV-seq véi karyotyping gitp phat hién thém cac
dot bién trén NST thai ma karyotyping dan thuan
c6 thé bo qua®. Tai Viét Nam, cac nghién cliu vé
’ng dung CNV-seq trong chan doan trudc sinh
con han ché. Do do, ching t6i ti€n hanh nghién

ctu v6i muc tiéu: DHdnh gid hiéu qua cda ky

thugt CNV-seq trong chén dodn trudc sinh cac
bat thuong di truyén cua thai nhi.

Il. DOl TUONG VA PHUONG PHAP NGHIEN CU'U

2.1. Poi tugng nghién cilru. Tat cad cac
thai phu cé tudi thai tir 16 - 27 tuan dén kham
va dudc chi dinh choc hit dich 6i, tu nguyén
choc 6i va lam xét nghiém di truyén bang ky
thuat CNV-seq va lap cong thirc NST tai Trung
tadm Di truyén lam sang - Bénh vién Dai hoc Y Ha
NGi tir 01/2024 — 12/2024.

- Tiéu chuén lua chon: Thai phu cd tudi
thai 16 - 27 tuan, dudc chi dinh choc hut dich 6i
vi mot trong cac nguyén nhan:

e B3t thudng hinh thai siéu am.

e Sang loc NIPT/huyét thanh me nguy cd cao.

e Tién s sinh con hodc mang thai di tat.

e Vg/chGng mang bat thudng di truyén.

- Tiéu chuan loai tra:

e HO sd bénh an khéng day du théng tin.

e Cac thai phu khong dong y tham gia
nghién clu.

2.2. Phuaong phap nghién ciru

- Thiét k&€ nghién clru: Nghién cltu mo ta cat
ngang va hoi ctu dir liéu.

- Cong cu thu thap thong tin va xr ly s6 liéu:
Cac sb lieu dugc nhap vao phan mém Excel
2021, sau dé dugc xtr ly trén phan mém théng
ké y hoc SPSS 25.0.

- Quy trinh nghién cru: Thu thap thong tin
hanh chinh va lam sang cla thai phu, két qua
siéu am, két qua sang loc trudc sinh (néu co) va
chdn doan trudc sinh cla cac hd so du tiéu
chuan lya chon.

MAu Gi dugc lam dong thai 2 xét nghiém: Iap
coéng thic nhiém sic thé va CNv- -seq. Ky thuat
lap karyotype: S dung 10mL nudi cdy t€ bao i,
lap karyotype phan tich bd NST thai béng
phuong phap nhudm bdng G, theo tiéu chuén
cla hoi nghi quéc té€ vé Di truyén ngudi 2020
(ISCN). Ky thuat CNV-seq: Ly tam 8- 10 ml dich
Gi dé I&y can t€ bao. DNA (deoxyribonucleic acid)
dugc tach chiét t& mau, si dung NEBNext kit
(Hoa Ky) phan cit DNA dé chuan bi thu vién giai
trinh tu. Sau d6, DNA dudc giai trinh tu thé hé
mdi trén hé thdng NextSeq, Illumina (Hoa Ky).
Két qua giai trinh tu dugc so sanh vdi bo gen
tham chi€u (hg19) (b6 gen tham chiéu dugc chia
nhé thanh cac vung c6 kich thudc 100kb) dé
nhan dang bat thudng s6 lugng NST va CNV.
Cac doan CNV tim thady dudc phan I&p dua trén
cac cd s dir liéu: DECIPHER, DGV, 1000
genomes va OMIM.

2.3. Pao dirc nghién ciru. Bién s va chi
s6 nghién clu dugc thu thap trung thuc, chinh
xac. Nghién clfu nhdm muc dich khoa hoc, toan
b0 cac thong tin nghién cltu déu dugc bdo mat
theo ding quy dinh vé bao mat thong tin va dao
dirc nghién cu y sinh.

Il. KET QUA NGHIEN cU'U

Bang 1: Pdc diém chung cua doéi tuong

nghién cuu

Pic diém S6 lugng (n) {; /5

Tubi <35 110 67,5

me 2 35 _ 53 32,5
* | Trung binh (tuan)|31,8+5,8 (18-46)

Tubi <20 tuén 130 79,8

thai > 29 tuan _ 33 20,2
Trung binh (tuan)|18,3+2,3 (16-27)
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Tudi thai trung binh trong nghién cliu 1a 18,3
tuan. Trong d6, nhém tudi thai < 20 tudn chiém
ti 1& cao hon la 79,8%. Tudi thai phu tir 18 — 46
tudi, trung binh 31,8 tudi, trong dé nhom tudi
<35 tudi chiém ti & da sb la 67,5%.

45.96%

Vo/ chong mang b nrm;rhmvn
Biéu db 1. Chi dinh choc hit dich 6i cua
thai phy

Trong s6 163 thai phu dugc chi dinh choc
hut dich 6i, nguyén nhan do bat thudng hinh thai
siéu am chiém ti Ié cao nhat véi 45,96%. Sang
loc NIPT nguy cd cao la nguyén nhan phd bién
th(r hai véi 32,92%.

Bang 2. Két qua bt thuong nhiém sac
the duoc chén doén qua xét nghiém nhiém
sdc thé dé va CNV-seq

NST do CNV-se
Két qua n % n o/fl)
Tong sO ca bat
thuding 32 | 19,6 | 44 27
47 XX/XY,+21 12 | 74 | 11 | 6,7
47, XX/XY,+18 3 1,8 3 1,8
Bat thudng so lugng
NST giditinhx | > | 18] 3 | 18
Bat thudng so lugng
NST giGitinhY | & | 22 | 4 | 27
M&t/ I3p doan 2 | 1,2 | 19 | 11,7
Dao doan 1 0,6 0
Chuyén doan 2 1,2 0
Dang kham 5 3,1 4 2,5
Binh thuGng 131 | 80,4 | 119 | 73,0
Tong 163 | 100 | 163 | 100

CNV- -seq phat hién 44/163 trudng hgp bat
thudng nhiém sic thé (27%), cao hon so véi
karyotype 32/163 tru‘dng hdp (19,6%). boi véi
bt thudng s lugng nhiém sac thé, CNV-seq xac
dinh 21 truGng hdp, trong khi karyotype phat
hién 22 trudng hgp. Vé bat thuGng cdu truc,
CNV-seqg phat hién 19 trudng hc_jp, trong do 5
trudng hgp cling dudc xac dinh bang karyotype.

Bang 3. Két qua vi mat lap doan nhiém
sdc thé phat hién bang ky thuat CNV-seq
va khong phat hlen béng nhiém séc thé doé

gay bénh m{i
del(18)(p11.32-p11.31) | Chua phat
mat doan 5,2Mb trén NST 18,| hién bat 1
phéan I8p gay bénh thudng

Phat hién mot
sO bat thudng
lién quan tim
mach
Chua phat
hién bat 1
thudng
Thai cham
tang truéng | 1
trong tUf cung

del(22)(q11.21) mat doan
1,3 -2Mb trén NST 22, phéan
I6p gay bénh

del(1)(q42.2) mat doan 0,9
Mb trén NST 1, phéan I8p chua
ro chirc nang
dup(1)(p22.3) Iap doan 0,6
Mb trén NST 1, phéan I8p chua
ro chirc nang

dup(4)(q34.3) 13p doan 1,4| Chua phat
Mb trén NST 4, phan I8p chual  hién bat 1
ro chirc nang thudng
dup(6)(q25.1) lap doan 0,4| Chua phat
Mb trén NST 6, phan I8p chual  hién bat 1
ro chirc nang thudng
dup(14)(q13.2-q13.3) lap| Chua phat
doan 1 Mb trén NST 14, phan| hién bat 1
I6p chua r6 chic nang thudng
dup(18)(q22.1-q22.2) Idp| Chua phat
doan 3,7 Mb trén NST 18, hién bat 1
phan I8p chua rd chifc nang thuGng

dup(18)(p11.31) I3p doan
0,4 Mb trén NST 18, phéan I6p
chua r6 chirc nang

13 tuan: not
tang am 1
bubng that trai

dup(21)(q21.1) Idp doan | Chua phat

2,4 Mb trén NST 21, phan I6p| hién bat 1
lanh tinh thuGng

del(18)(p11.32), dup(18) )
(p11.32) mét doan 1,5Mb va| M2 Prat |
lap doan 1,1Mb trén NST 18, thudn

phén I8p chua rd chiic nang 9

dup(3)(p26.1),

del(4)(p15.1-p14) lap doan| Chua phat

1,4 Mb trén NST s0 3, mat hién bat 1
doan 5,4 Mb trén NST s0 4, thudng

phan I6p chua rd chifc nang
CNV-seq phat hién 15 trerng hop vi mat/vi
I&p doan nhiém sic thé, ma Iap karyotype khong
phat hién dudc, trong dé 5 trudng hgp mat doan
gay bénh/cd kha nang gay bénh, 1 trudng hgp
ldp doan lanh tinh, va 9 trudng hgp chua ro
chirc nang.
Bang 4: Mét sé bét thuong nhiém sic thé

Két qua CNV-seq Siéu am thai i:
del(16)(p11.2) mat doan | Khong thay 1
0,6 Mb trén NST 16, phan I&p| xugng s6ng

ma ky thuat CNV-seq khéng phat hién duoc
Két qua Karyotype | Két qua siéu am (SO ca
mos 47,XXY/46,XY | Theo doi u cg tim 1
. Chua phat hién bat
46,XY,inv(1)(p12g21) _ tf;]qdr;]g i 1
. ua phat hién bat
46,XX,t(5;10)(p14p15) thuting 1
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45,XY,der(13;14) Theo doi 10 tieu 1
(q10;q10) léch thap
Karyotype phat hlen 4 trerng hdp (2,4%)
bat thudng nhiém sic th& ma CNV-seq khdng
xac dinh dugc, bao gom thé kham, dao doan,
chuyén doan can bang va chuyén doan Robertson.

IV. BAN LUAN

Trong nghién clfu nay 163 thai phu dugc
choc 8i va thuc hién chan doan trudc sinh bang
ky thuat CNV-seq va ky thuat phan tich NST Iap
karyotype. D9 tudi trung binh cua thai phu la
31,8, phan anh xu hudng mang thai mudn trong
xa hoi hién nay. Mac du nguy cd léch boi nhiem
sic thé tdng theo tudi me (>35 tudi), phan I6n
cac trudng hgp choc 6i trong nghién ctu lai thudc
nhém tudi dudi 35 (67,5%). Diéu nay cho thiy
cac chi dinh choc 6i va sang loc trudc sinh khong
nén gidi han & nhdm thai phu 16n tudi, ma cdn mé
rong cho tat ca doi tugng, dac biét khi co cac yéu
t6 nguy cd khac. Hon nita, cac bat terdng do vi
mat doan hodc vi I8p doan nhiém sac thé khong
c6 méi lién quan truc tiép véi tudi me

Phan tich chi dinh choc 6i cho thdy nhom cé
bat thuong trén siéu am chiém ty 1€ cao nhat
(45,96%), ti€p theo la nhdm thai phu co két qua
NIPT nguy cG cao (32,92%). Diéu nay phu hgp
vGi khuyén cao hién nay, trong dé CNV-seq dugc
dé xuat sr dung cho nhitng truGng hgp cd bat
thudng hinh thai phat hién qua siéu am nhdm
phat hién cac mat doan hodc lap doan trén toan
hé gen ma lap karyotype cd thé bo sbét, gop
phan nang cao hiéu qua chan doan trudc sinh®.

Phuong phap phan tich NST lap karyotype tir
ldu d& dugc xem I3 tiéu chudn vang trong viéc
danh gid bd NST. So sanh hiéu qua chan doan
clia_hai ky thuat, ty & phat hién bat thudng
nhiém sic thé vdi phucng phép 1ap karyotype 13
19,6%, trong khi CNV-seq phat hién 27% truGng
hgp. Nhu vay, CNV-seq gilp tang thém 7,4%
kha nang phat hién bat thu’dng so vdi nhiém sic
thé& do truyén thdng. K&t qua nay cao hon so Vi
mot s6 nghién cltu trudc do nhu clia Nguyén Thi
Hao va cong su (2023), Wang va cbng su
(2019), va Heng Lou va cong su (2023), cho
thdy gia tri bé sung dang k& cua CNV-seq trong
chén doén trudc sinh’.

Ngoai ra, CNV-seq con phat hién 15 trudng
hop (9,2%) vi mat/lap doan ma phuang phap
lap karyotype khdng thé& phat hién dugc do kich
thudc nho han gidi han phat hién. Lap karyotype
chi phat hién dugc cac bat thuang cd kich thudc
5- 10 Mb trg Ién, thy vi tri va dd phan giai bang?®.

Trong nghién clfu nay, cd 5 truGng hop
(3,1%) CNV dugc xac dinh la gay bénh hodc cé

khd ndang gay bénh, bao gom 3 trudng hgp lién
quan hoi chirng DiGeorge va 2 trudng hgp lién
quan dén rdi loan than kinh. Ty Ié nay tuagng
dong vGi két qua nghién cliu cta Suhua Zhang va
cdng su' (2022) trén 822 mau &i*. Cac CNV déng
vai trd0 quan trong trong cd ché bénh sinh cla
nhiéu bénh ly nhu rdi loan phat trién than kinh
(r6i loan phé tu ky, chdm phét trién tri tué, dong
kinh), di tat tim bam sinh va nhiéu di tat khac.

Bén canh do, cling cé nhirng thach thic khi
U'ng dung ky thudt CNV-seq trong chan doan
trudc sinh 1a su’ xuat hién cla cac bién thé chua
ro y nghia lam sang (VUS). Trong nghién c(u
nay, ¢6 12/163 trudng hop (7,4%) VUS dudgc
phat hién, cao hon ty I&€ dugc ghi nhan trong
mot s6 nghién clu trudc day (Wang va cong su
(2018); Suhua Zhang va cdng su’ (2022))*’. Viéc
xuat hién VUS dat ra thach thic trong tu van di
truyén lam sang, dac biét cac trudng hgp khdng
xac dinh dugc tinh di truyén hay de novo cua
bién thé. Do d6, m& rong xét nghiém CNV-seq
cho cha me cua thai nhi 1a can thiét nham cung
cap thém dir liéu phuc vu danh gid va phan loai
bién thé, tir dé ho trg quan ly thai ky hiéu qua
hon. Theo khuyén cdo cia Hiép hoi Di truyén Y
khoa Hoa Ky (ACMG), cac trudng hgp mang VUS
— d3c biét la bién thé de novo — can dugc theo
ddi sau sinh dé danh gla bi€u hién 1dm sang
trong giai doan sau nay*.

Tuy nhién, ki thudt CNV-seq van c6 mét s
han ché nhat dinh. Trong nghién clu, co 4
truGng hgp bat thudng dugc phat hién bang ky
thuat phan tich NST Iap karyotype nhung khong
dugc CNV-seq xac dinh. Nhitng bat thudng nay
bao gém cac bat thuGng cdu tric cadn bang nhu
chuyén doan, dao doan. Day vén 1a han ché cla
CNV-seq do ky thuat nay chi danh gid cac bat
thuGng lién quan dén mat hodc lap doan vat
chat di truyén*. Chinh vi vdy, CNV-seq dugc sur
dung nhu mdt k§ thuét bé sung ch(r khdng thay
thé hoan toan cho phuang phap lap karyotype
trong chan doan trudc sinh’.

V. KET LUAN i

Qua nghién cltu 163 mau 0i dudc thuc hién
ky thuat CNV-seq va ky thuat 1ap karyotype tai
Bénh vién Dai hoc Y Ha N6i da phat hién 49
trudng hgp cd bat thudng di truyén. CNV-seq co
vai trd quan trong trong viéc néng cao hiéu qua
phat hién bat thudng di truyén & thai nh| dac
biét I3 cac CNV kich thudc nhd ma nhiém sic thé
dd khdng thé phat hién. Ca hai phuong phap
CNV-seq va lap karyotype déu cé nhitng uu diém
va han ché riéng trong chin doan trudc sinh, vi
vay viéc phdi hgp gilta hai ky thuat s€ mang lai
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do chinh xac va toan dién trong chén doén va tu
van di truyén trudc sinh,
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MO TA PAC PIEM LAM SANG VA CAC YEU TO LIEN QUAN
TREN BENH NHAN DPAU BUNG KINH NGUYEN PHAT
TAI BENH VIEN PAI HOC Y DU'Q'C TP. HO CHi MINH - CO' SO’ 3

Nguyén Thao Lam', Ting Khanh Huy', Buii Thi Yén Nhi?,
Nguyén Thi Diéu Huyén®, Bui Pham Minh Mén', Nguyén Thi Huéng Dwong’

TOM TAT

Muc tiéu: M0 ta cic dic diém lam sang va cac
yéu to lién quan trén nguGi bénh dau bung kinh
nguyén phat tai Bénh vién Dai hoc Y Dugc TP. HCM -
Co s 3 (UMC3). Doi tugng — perdng phap
Nghién cru md ta cat ngang, tién hanh trén 75 ngudi
bénh dau bung kinh nguyen phat diéu tri tai UMC3.
Két qua: Ngerl bénh cé tudi trung vi 24,0 tui, BMI
20,9 kg/m?; thé trang trung binh (74, 7%) Ve théi
quen sinh hoat thirc khuya sau 11h chiém ty Ié cao
nhat (92,0%), hoat dong thé luc 3 lan/ tuan chiém ty
Ié thap nhat (22, 7%) Ve kinh nguyét: TuGi bat dau cé
kinh 13 13,0 tudi, s6 ngay hanh kinh 13 5 ngay, do dai
chu ky kinh nguyet la 32 ngay. Benh nhan cd diém
dau dua trén thang diém VAS la 7,0 va tong thdi gian
dau bung kinh la 48 gi@. Phan tlch da bién cho thay
cac yéu t6 lién quan dén mic do dau bao gom tudi,
tudi bat dau hanh kinh, thdi gian hanh kinh, tién cin
c6 quan hé tinh duc, tleu thu caffein, tiéu thu thuc
pham lanh trong ky klnh (p <0,05). Ket luan: Cac
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yéu t6 tudi, tudi bat dau hanh kinh, thdi gian hanh
kinh, tién can c6 guan hé tinh duc, tleu thu caffein va
tiéu thu thuc pham lanh trong ky kinh nguyét co lién
quan dang k& dén mutc do dau.

Tur khoa: dau bung kinh nguyen phat, thong
kinh, hoi chirng Iam sang, y hoc ¢ truyén.

SUMMARY
DESCRIPTION OF CLINICAL
CHARACTERISTICS AND RELATED FACTORS
IN PATIENTS WITH PRIMARY
DYSMENORRHEA AT UNIVERSITY MEDICAL

CENTER HO CHI MINH CITY — BRANCH 3

Objective: To describe the clinical characteristics
and related factors in patients with primary
dysmenorrhea treated at the University Medical Center
Ho Chi Minh City — Branch 3 (UMC3). Subjects and
Methods: A cross-sectional descriptive study was
conducted on 75 patients diagnosed with primary
dysmenorrhea treated at UMC3. Results: The median
age of patients participating in the study was 24.0
years, the BMI was 20.9 kg/m2; the majority had a
normal physical constitution, accounting for 74.7%.
Regarding lifestyle habits: the highest proportion
(92.0%) stayed up late after 11 PM, and the lowest
proportion (22.7%) engaged in physical activity 3
times/week. Regarding menstrual characteristics: the
age of menarche was 13.0 years, the duration of
menstruation was 5 days, and the length of the



