TAP CHi Y HOC VIET NAM TAP 508 - THANG 11 - SO 2 - 2021

tuc vdi c§ mau I6n hon nita.

V. KET LUAN

Pa hinh don gen MTHFR C677T lam tang
nguy cd STLT KRNN. Nhom STLT KRNN mang
gen MTHFR cé xu hudng bénh ly cé s8 lan sdy
thai trong tién s trung binh la 2,97 lan, cao han
nhém khong mang gen 2,28 lan (p=0,05), thdi
diém thai sdy trung binh trong tién st clia nhém
mang gen la 8,47 tuan.

MTHFR C677T lam tang nguy cd xudt hién
triéu chl’ng doa sdy thai trong 3 thang déu (tdng
nguy cd dau bung 5,6 lan (p=0,038), tang nguy
cd ra mau am dao 3,6 lan (p=0,043)).

TAI LIEU THAM KHAO

1. Practice Committee of the American Society
for Reproductive Medicine. Evaluation and
treatment of recurrent pregnancy loss: a
committee opinion. Fertility and Sterility. 2012; vol.
98, (5), pp. 1103-1111.

2. Balasubramaniam, Kotalawala,
Amarasekara. Analysis of
Methylenetetrahydrofolate Reductase (MTHFR)

Polymorphisms (C677t & A1298c) in Recurrent
Pregnancy Loss (RPL). Nessa Journal of
Gynecology.2017; vol. 1, no. 4, pp. 1-26, 2017.

3. PO Tién Diing. Huyét khoi va say thai lién ti€p.
Tap chi Y hoc lam sang Bénh vién Bach Mai. 2010;
vol. 50, pp. 12-16.

4., Barut MU, Bozkurt M, Kahraman M.
Thrombophilia and Recurrent Pregnancy Loss: The
Enigma Continues. Medical Science Monitor 2018;
vol. 24, pp. 4288-4294.

5. SC Liew; ED Gupta, "Methylenetetrahydrofolate
reductase  (MTHFR)  C677T  polymorphism:
Epidemiology, metabolism and the associated
diseases," European Journal of Medical Genetics.
2015; vol. 58, pp. 1-10.

6. Vandana Rai. Methylenetetrahydrofolate
Reductase C677T Polymorphism and Recurrent
Pregnancy Loss Risk in Asian Population: A Meta-
analysis. Indian Journal of Clinical Biochemistry.
2016; vol. 31, no. 4, pp. 402-413.

7. Tranquilli AL, Saccucci F, Giannubilo SR.
Unexplained fetal loss: the fetal side of
thrombophilia. Fertility and Sterility 2010; vol. 94,
no. 378-380.

8. Liew S, Gupta E. Methylenetetrahydrofolate
reductase = (MTHFR) C677T  polymorphism:
Epidemiology, metabolism and the associated
diseases. European Journal of Medical Genetics.
2015; vol. 58, pp. 1-10, 2015.

9 Ananth C, Peltier M, Marco C, et al.
Associations between 2 polymorphisms in the
methylenetetrahydrofolate reductase gene and
placental abruption. American Journal of Obstetrics
and Gynecology. 2007; vol. 197, no. 4, p. 385.

DA HINH PON NUCLEOTIDE RS2856718 CUA GEN HLA-DQ
TREN BENH NHAN UNG THU BIEU MO TE BAO GAN

Mac Thi Tinh'2, Nguyén Trong Tué!, H6 CAm Tul,

TOM TAT

Ung thu gan nguyén phat la bénh ung thu phd
bién va cd ti Ié t&r vong cao. Gen HLA-DQ ma hda cac
chuoi polypeptid cla phan t&r MHC Ic'ip II tham gia
hoat hoa té bao trinh dién khang nguyén trong dap
img mién dich. Pa hinh don nucleotide (SNP)
r52856718 cla gen HLA-DQ co thé lién quan toi nhiem
virus viém gan B man tinh va nguy cd ung thu biéu
mo t€ bao gan. Nghién ctu nay dugc thuc hién nham
muc tiéu xac dinh sy phan b6 cua SNP r52856718
dong thoi danh gia mai lién quan gitta SNP nay vdi
nguy c¢d mac ung thu biéu mo t& bao gan. Ky thuét
RT-PCR dudc st dung dé& xac dinh kiéu gen SNP
rs2856718 trén 93 bénh nhan ung thu biéu md t& bao
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gan va 93 ngudi khde manh. Két qua da xac dinh
dugc ty 1é kiu gen GG, AG, AA G nhom bénh la
39,8%, 46,2%, 14% va nhém chiing 1a 30,1%,
53, 8°/o, 16, 1%. Chua tim thay mdi lién quan gilta SNP
rs2856718 vai nguy cd ung thu bi€u mé t& bao gan
cling nhu véi mét s6 yéu td nguy cd khac.

T’ khoa: SNP, rs2856718, HLA-DQ, ung thu' biéu
mo té€ bao gan.

SUMMARY

SINGLE NUCLEOTIDE POLYMORPHISM

RS2856718 IN HLA-DQ GENE ON

HEPATOCELLULAR CARCINOMA PATIENTS

Primary liver cancer is a common cancer with a
high mortality rate. The HLA-DQ gene encodes
polypeptide chains of MHC class II molecules involved
in the activation of antigen-presenting cells in the
immune response. The single nucleotide
polymorphism (SNP) rs2856718 of HLA-DQ gene may
be associated with chronic hepatitis B virus infection
and hepatocellular carcinoma (HCC). This study was
aimed to determine the distribution of SNP rs2856718,
and to evaluate the association between this SNP and
the risk of HCC. RT-PCR technique was used to
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genotype SNP rs2856718 in 93 HCC patients and 93
healthy individuals. The results determined that the
rate of GG, AG, and AA genotypes was 39.8%, 46.2%,
14% for the HCC group and 30.1%, 53.8%, 16.1% for
the control group, respectively. No association was
found between SNP rs2856718 with the risk of HCC
and other risk factors.
Keywords: SNP,
hepatocellular carcinoma.

I. DAT VAN DE

Theo GLOBOCAN ndm 2020, ung thu gan trén
thé gidi cb ti 1&é méc mdi ding th( 6 (905.677 ca,
4.7%) va ti & t&r vong ding thir 2 (830.180 ca,
8.3%) trong cac loai ung thu [1]. Riéng tai Viét
Nam ung thu gan dling th{ nhat vé ca ti 1é mac
mdi (26.418 ca, 14.5%) va ti 1 t&r vong (25.272
ca, 20.6%) [1]. Ung thu bi€u mé t€ bao gan
(HCC) la mot dang chu yéu cia ung thu gan
nguyén phdat. Néu dugc phat hién sém, bénh
nhan HCC c6 kha nang dugc chira kh0| bang
phau thudt hodc cdy ghép. Vi vdy, viéc chan
doan sdm la rat quan trong gilp tang hiéu qua
diéu tri, gidm ti lé tr vong. Vi HCC la mét bénh
phlc tap do nhiéu yéu t6 nguy cd nhu nhiém
virus viém gan B va C, xd gan, nghién rugu, tién
st gan nhiém mg... nén can su’ két hgp cac dau
&n sinh hoc dé viéc chan doan chinh xac hon. Do
dd viéc phat hién cac gen nhay cdm véi HCC la
rat can thiét mac du da c6 mot s6 dau an dugc
phat hién trudc dé.

Khang nguyén bach cau ngugi (Human
Leucocyte Antigen - HLA) la mot hé thong gen
ma hdéa phic hgp tuong thich m6 chinh, mot
protein bé mat ¢ ngudi chju trach nhiém diéu
hoa he mién dich. Phirc hgp HLA gom hon 200
gen nam gan nhau trén nhiém sic thé sG 6
(6p21) va dai xap xi 3600kb [2]. HLA-DQ la mot
protein thu thé bé mat t& bao tim thdy & cac té
bao trinh dién khang nguyén. Cac HLA-DQ cb
tinh da hinh cao dac biét la trong exon 2, ma
hda cho cac vi tri gan khang nguyén va dong vai
tro quan trong trong viéc dua khang nguyén
virus vao cac té bao mien dich tir d6 gidp thanh
thai cac té bao bi nhiem virus hay té€ bao u [3].
Da hinh rs2856718 ndm trong khu vuc gilfa cac
gen HLA-DQA?2 va HLA-DQB1, cé thé &nh hudng
thdng qua viéc tdng mirc d6 bi€u hién cla gen
HLA-DQ va tang cudng hoat tinh HLA-DQ [4]. Da
c6 nhiéu nghién cfu danh gid mai lién quan gilra
SNP rs2856718 cla gen HLA-DQ va tinh nhay
cam v@i HCC lién quan dén HBV, tuy nhién két
qua con nhiéu tranh cai [3,4]. Vi vay nghién ctu
nay dudgc tién hanh v8i muc tiéu: 1-Xac dinh ti 1é
ki€u gen, tan s& alen SNP rs2856718 cua gen
HLA-DQ trén nhom bénh nhan HCC va nhom

rs2856718,  HLA-DQ,

124

chiing; 2-Phan tich moi lién quan gilta SNP
rs2856718 vdi HCC va mot sO yéu t6 nguy cg clia HCC.

1. DOI TUONG VA PHUO'NG PHAP NGHIEN CU'U

1. Poi tugng nghién ciru

Nhém bénh: Tiéu chudn lyva chon: bénh
nhan dugc chan doan xac dinh HCC bang giai
phau bénh hoc tai Bénh vién K3 co s Tan Triéu
Ha NGi, c6 day du thong tin hd so bénh an can
thu thdp va déng y tham gia. Tiéu chuén loai
trir: khong kem theo cac ung thu khac hay cac
bénh ly vé gan khac.

Nhom chirng: Nhitng ngudi dén kham sic
khode tai Bénh vién Dai Hoc Y Ha Noi, khéng mac
HCC hay bat c(r loai ung thu nao khac va khéng
c6 cac bénh ly vé gan, tuong 'ng vé tudi va gidi
vGi nhdm bénh.

2. Phucong phap nghién ciru

Thiét ké nghién ciru: Nghién clru mé ta cat
ngang c6 nhém d6i ching. M&u dudc chon ngau
nhién don, cd mau tinh dua trén cong thic tinh
cd mau udc lugng mot ty 1€:
pil—p)

‘.:,‘2

Trong do: p=0,32 (ty 1€ udc tinh tir nghién
cltu cla Gao 2016), = ©-1 (khoang sai léch
mong mudn), a=0,05 (mdc y nghia thGng ké),
Z(1-0/2)=1,96 (he sO tin cay) Tinh dugc n=84.
Nhu véy, ¢ mau t6i thi€u moi nhom la 84.

- Nghlen citu dugc thuc hién trén 93 mau
bénh va 93 mau chiing.

Thdi gian nghién ciru: 7/2020 - 10/2021

Pia diém nghién ciru: Trung tdm Gen-
Protein Trudng Dai hoc Y Ha ndi, Bénh vién K3
co s@ Tan Trieu Ha Noi, Bénh vién Trudng Dai
hoc Y Ha Noi.

Bién s6 va chi s6 nghlen ciru: chi s6
Idm sang gom tudi, gldl nhiém HBV, nhiém HCV,
st dung rugu; chi s6 can lam sang gom do mo
hoc ung thu (d6 1, do 2, do 3, do 4) xa gan, chi
s& AFP, ki€u gen rs2856718.

Phudng phap thu thap sé liéu: hoi ciru dir
liéu ¢ san trong bénh an.

Quy trinh ky thuat: 1dy mau tinh mach,
tdch DNA tUr mau st dung kit cla Promega
(USA), Real-time PCR st dung hda chdt cua
Applied Biosystems (USA).

Quy trinh real-time PCR:- Thanh phan
phadn Ung Realtime-PCR: 2.75ul H20, 5yl
Tagman™ Fast Advanced Master Mix 2X, 0.25ul
(primer + probe rs2856718 40X), 2ul DNA khuon
(50ng/ul). Probe rs2856718 co trinh tu nhu sau: 5
CCTCTGGCAGGTTAAGAAGAGCTGT[C/TITAATCC
CATGGCCTGTCCTCCCACA-3'.

H‘, —_ Z{l ﬂ'"'z:]
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- Chu trinh nhiét: 60°C/30 gidy, 95°C/10
phat, 40 chu ky (bién tinh & 95°C/15giay, kéo
dai ¢ 60°C/1 phut), 60°C/30 giay.

X&' ly va phan tich s6 liéu: Kiém dinh
Fisher test trong phan tich sy khac nhau cua
bién trén 2 mau doc 1dp (vSi cd mau nhd) trén
phan mém théng ké SPSS 20.0. Phan tich maéi
lién quan gilta cac bién sd théng qua ty suat
chénh (OR) vGi khoang tin cay 95% (95%CI). Su
khac biét cd y nghia thong ké khi p<0,05.

Pao dirc nghién ciru: Dé tai d3 dugc hoi
dong dao durc cua trudng Dai hoc Y Ha NGi chap
thudn theo quyét dinh s6 109/HDDDDHYHN
ngay 17/08/2020. Moi théng tin ca nhan cua doi
tugng nghién clu dugc bao mat. SO liéu thu
thdp dugc ti€én hanh moét cach trung thuc, chi
dugc phuc vu cho muc dich nghién clu.

Il. KET QUA NGHIEN cU'U

1. Péc diém chung cta nhém nghién
clru. P3c diém chung cia nhém nghién clu
dugc thé hién & bang 1. Tudi trung binh cla
nhém bénh nhéan HCC la 55,67 + 8,97, tudng tu
nhdm chding 1a 55,80 + 9,04. DY tudi <60 chiém
ti 1€ cao hon do tudi > 60, véi ti 1& lan lugt la
72% va 28% & nhom HCC va 69,9% va 31,1% &
nhém chdng. Ti Ié nam va nit la 94,6% va 5,4%
G nhém HCC, 90.3% va 9.7% & nhom ching. Su
khac biét vé ti I& do tudi (<60, >60) va gidi tinh
gilta hai nhém mau khéng c6 y nghia_théng ké
(p>0,05). Trong 93 mau HCC, ti Ié nhiém HBV la
81,7%, khoéng nhiém HBV la 18,3% va ti Ié
nhiém HCV la 8,6%, khong nhiem HCV la 91,4%.
Ti 1€ bénh nhan HCC bi xd gan la 28% va khong
X3 gan la 72%. Nhém HCC cé chi s6 nong do
AFP > 20ng/ml la 53,4% va AFP < 20 la 46,6%.
D0 m6 hoc HCC chu yéu la d6 2 va do 3, trong
dd HCC do 2 chi€ém ti I€ cao nhét la 65,1%, HCC
dd 4 co ti lé thdp nhat la 1,6%.

Bing 1. Pic diém chung cua nhom

bénh chirng
(n=93) (n=93)
Trung| 5567+ | 5580+ | o
Tug b | 897 9,00 |9
<60 | 67 (72%) | 65(69,9%)| ;-
>60 | 26 (28%) | 28(30,1%)| ¥
.| Nam | 88(94,6%) | 84(90,3%
Giol g 5%5,4%)) 9((9,7%)) 0,27
Nhiém | C6 | 76(81,7%)
HBV [Khdng| 17(18,3%)
Nhiém | C6 | 8(8,6%)
HCV  [Kndng| 85(91,4%)
Co | 26 (28%)
X0 gan nangl 67 (72%)
AFP | <20 | 41(46,6%)
(na/ul) [ >20 | 47(53,4%)
Sirdung| Co 67(72%)
rugu | Khbng| 26(28%)
| Po1| 3(48%)
h"?;-c’ E“rf’g D62 | 41(65,1%)
o [ D6 3 | 18(28,6%)
P64 | 1(1,6%)

2. Ti Ié kieu gen, tan s0 alen cua
rs2856718 va mai lién quan véi nguy co
ung thu bi€u mé té& bao gan. Két qua phén
tich & bang 2 cho théy, ti 18 kiéu gen GG, AG, AA
8 nhom bénh la 39,8%, 46,2%, 14,0% va &
nhém chding 1a 30,1%, 53,8%, 16,1%. Kiéu gen
AG ¢ ti 1& cao nhat va kiéu gen AA 13 thap nhéat
6 ca nhdm bénh va nhém chirng. Ti 1€ alen A va
G & nhém bénh la 37,1% va 62,9%, & nhom
chirng la 43% va 57%. Ty € alen G cao han alen
A & ca 2 nhdm. Su khac biét vé ti & ki€u gen va
tan sO alen cua SNP rs2856718 & nhdm bénh va
nhém chiing khéng c6 y nghia thong ké (p=0,24
va p=0,38). Khi so sanh theo cac mé hinh dong
hap (GG va AA), di hgp (AA va AG), di truyén lan
(GG va AA+AG) va di truyén troi (AA va GG+AG)

nghién ciru cling d‘éq cho thay su khac biét la khong cd y
[ Pacdiém | Nhém | Nhém | p | nghia théng ké vdi p>0,05.
Bang 2. Ti Ié kiéu gen, tin sé alen cua rs2856718 va moi lién quan vdi nguy co ung thu
biéu mé té bao gan
! Nhom chirng Nhom bénh
Kiéu gen, alen (n=93) (n=93) OR (95%CI) p
n % n %
. A 80 43 69 37,1 1
Ki€u alen G 106 | 5/ | 117 | 629 | 1,28 | 085194 | »**
i GG 28 30,1 37 39,8
Kiéu gen AG 50 53,8 43 46,2 0,38
AA 15 16,1 13 14,0
\ AA 15 23,1 13 23,2 1
AA Va AG AG 50 | 76,0 | 43 | 768 | 009 | 043232 | »*°
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: AA 15 | 340 | 13 76 i
AA va GG GG 28 | 651 | 37 74 | 15 | 163371 | 93°
: AA+AG 65 | 699 | 56 | 602 | 1
AATAG va GG GG 28 | 301 | 37 | 39.8 | 15 | 084282 | %7
AA VA AA 15 | 161 | 13 14 i 068
GG+AG GG+AG 78 | 839 | 80 86 | 1,18 | 0,53-2,65 '

Nghién cru cling danh gia mai lién quan gilra
rs2856718 vdi mot s& déc diém va yéu td nguy
co cla ung thu biéu md té€ bao gan (bang 3). So
sanh ti 1& cac kiéu gen cac ki€u gen GG, AG va
AA cta SNP gilta nhém mau HCC nhiém HBV va
nhom mau HCC khéng nhiéem HBV, khong thay
¢ su khac biét c6 y nghia thong ké (p=0,51).
Tuong tu, ti 1é cac ki€u gen clia SNP gilta nhém
mau HCC nhiém HCV va HCC khéng nhiém HCV
cling khong khac biét c6 y nghia thong ké

(p=0,69). Su phan bd cac kiéu gen cla SNP
rs2856718 & nhom bénh nhan c6é xd gan khdng
khac biét cé y nghia thong ké vdi nhdom bénh
nhan khong xad gan (p=0,17). Khi so sanh gila
nhom HCC c6 s dung rugu véi khong st dung
rugu, gitta nhom HCC cé AFP tang véi nhdm HCC
cd AFP binh thudng va gitta cac nhdm cé d6 mo
hoc HCC khac nhau cling déu cho thdy su khac
biét vé ti 1& ki€u gen la khdng cé y nghia théng
ké véi p>0,05.

Bang 3. Méi lién quan giifa rs2856718 vdi mét sé dic diém va yéu té nguy co HCC

e a o n GG AG AA
Pac diém va yéu to nguy co n % n % n % p
5 32 | 42,0 | 33 | 43,4 | 11 | 14,5
Nhiem HBV Khong 5 204 | 10 | 588 > | iig | o1
C5 4 50,0 4 50,0 0 0
Nhiem HCV Khong 33 | 388 | 39 | 4590 | 13 | 153 | ®°
c5 13 | 500 8 30.8 5 | 19,2
Xd gan Khong 24 | 358 | 35 | 522 g | 119 | %V
, C5 28 | 4.8 | 33 | 493 6 9,0
SUrdyng rugu Khong 9 346 | 10 | 385 7 1 269 | %08
<20 16 | 300 | 20 | 48,8 5 | 122
AFP (ng/ml) >20 19 | 404 | 22 | 468 6 | 128 | %8
D6 1 i 0,3 2 0.7 0 0
P& mb hoc D62 i7 | 41,5 | 18 | 439 6 | 146 | ;s
tng thut P63 4 222 9 0,5 5 | 278 |
D6 4 0 0 i 100 0 0

IV. BAN LUAN

Tudi clia d6i tugng nghién cltu la yéu td phan
anh qua trinh tich IQy, tiép xdc véi cac tac nhan
ung thu. Trong nghién clu, nhdom bénh nhan
ung thu biéu mé t& bao gan cd dd tudi phd bién
la tir 60 tudi trd xubng (72%). Tudi trung binh
cla nhém bénh la 55,67, tuong déng vdi tudi
trung binh ctia nhém HCC trong nghién clru cla
Gao va cong su (2016) la 55,96 va cao han so
v@i nghién clfu cla Al-Qahtani va cong su’ (2014)
Vi tubi trung binh la 51, Ji va cong su (2014) la
53, Hu va cong su (2012) la 52,9 [5,3,6,7]. Tuy
nhién su’ khac nhau V& tudi trung binh khéng qua
I6n, c6 thé do su’ sai khac vé c§ mau. Ty 1& nam
trong nhdm HCC chi€ém 94,6%, trong khi n{r chi
¢ 5,4%. Tat ca cac nghién ciu vé ung thu biéu
mo té bao gan déu cho thay ty 1€ bénh nhan
nam ludén cao han nit, tham chi gap nhiéu lan
[3,5,6,7]. Nguyén nhan cé thé do nam gidi phai
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nhiém véi cac yéu t& nguy cd cia HCC nhu rugu,
bia, thudc 1&, viém gan B, béo phi, tiéu dudng
nhiéu han nir gidi.

Trong ca hai nhom, ty Ié alen A (0,371) thap
hon alen G (0,629), phu hgp véi dit liéu tham
chi€u & ngudi Vit Nam vdi tan s6 alen A cla
r2856718 la 0,435 [8]. Tuy nhién, khong c6 su
khac biét vé su phdn bd ty |é alen gilfa hai
nhém. Ty |é ki€u gen AG nhiéu nhat va ty I ki€u
gen GG I6n hon AA. Trong khi nghién cltu cla
Gao va cong su (2016), Hu va cong su (2012) lai
6 ty 18 kiu gen AA 16n hon GG & ca nhdm bénh
va nhém chiing, nghién clu cua Al-Qahtani va
cdng su (2014) ciing co ty 1& kiu gen AA 16n
hon GG & nhdm bénh, nhung & nhdm chiing lai
6 ty 1& GG I6n hon AA [5,7,3]. Nhu vay, ty 1&
ki€u gen & nhdm chirng cta chung tdi giéng vdi
nghlen cllu cta nhém Al-Qahtani (2014) trén
quan thé ngudi A Rap Xé Ut [3]. Do cic quan
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thé khadc nhau c6 ngudn géc khac nhau nén cé
su khac nhau vé cdu truc haplotype va tan s6
alen. V@i c@ mau 93 bénh nhan HCC, nghién clu
chua tim thdy mdi lién quan giia ty 1é ki€u gen,
tan s6 alen vdi ung thu biéu md t€ bao gan.
Trong khi, nghién clfu cia Gao va cong su
(2016) trén bénh nhan HCC ngudi Trung Quodc
cho thay, ki€u gen HLA-DQ rs2856718 AG, GG va
alen G chiém ty 1€ 16n & nhdom HCC so véi nhém
chirng, c6 thé lam tdng nguy cd HCC lién quan
dén HBV & nguGi khdoe manh [5]. Ngudc lai,
nghién clfu ctia Xu va cong su (2018) ciing trén
quan thé ngudi Trung Quéc cho rang, alen G cla
rs 2856718 lam giam nguy cd tién trién HCC tir
viém gan B mén tinh [4]. Nghién c(tu ca ching
t6i bi han ché vé c@ mau nho, dan tdi tinh dai
dién chua cao nén khi phan tich cé thé chua du
dé& nhin thdy cac méi tuong quan.

Khong cé6 mai lién quan nao dugc tim thay
gilra ty 1€ kiéu gen cua rs2856718 vdi cac yéu to
nguy cd nhu nhiém HBV, HCV, xd gan, tinh trang
sir dung rudu, tdng AFP hay véi dic diém ung
thu mé hoc & nhédm bénh trong nghién cltu cla
chiing t6i. Nghién cru dau tién vé rs2856718 cla
Mbarek va cong su' (2011) tai Nhat Ban cho thay,
SNP nay cd tuong quan manh vgi nhiem viém
gan B man tinh. Tuy nhién, theo nghién clru
phan tich téng hop bdi Xu va céng su (2018)
trén 9 nghlen CLru, HLA-DQ rs2856718 co terng
quan vGi su' giam nguy cc nhiém HBV va kha
nang tu thai trlr HBV, nhung khong c6 tucng
quan vGi tién trién xo gan tor viém gan B man
tinh [4]. Nghlen clu cua Al-Qahtani va cong sy
(2014) tai A Rap Xé& Ut cho thay, rs2856718 co
tuong quan nghich véi nguy c nhiém HBV, va
tuong quan manh vdi tu thai trir HBV. Tan suat
cla alen G cla rs2856718 & cac ca thé da thai
trr HBV cao haon & bénh nhan hién mac viém
gan B, cho thdy alen G c6 thé déng vai trd quan
trong trong viéc thai trir virus viém gan B [3].
Tuong tu, nghién cltu clia Hu va cong su (2012)
tai Trung Quoc cling cho thdy, rs2856718 cla
gen HLA-DQ chiém uu thé & Dan toc Han, co
tuong quan manh véi kha nang tu thai trr HBV
va cd tac dung bao vé chdng lai su tién trién cua
HCC, 1am gidam dang k& nguy co ung thu gan
[7]. Trong nghién clu bdi Ji va cong su (2014)
tai Trung Quéc, rs2856718 c6 tuong quan véi su
giam nhiém HBV, va alen G c¢é tuong quan VGi
nguy cd tién trién xd gan [6]. Nhu vdy, vai trd
ctia da hinh dan nucleotide rs2856718 cua gen
HLA-DQ ddi véi tién trién ung thu gan & cac
quan thé khac nhau la khdng déng nhét. Biéu

nay cé thé do su khac nhau v& quan th(“;’ nghién
cltu, cach thiét ké nghién cru nhu ¢ mau, cach
chon dsi tugng tham gia nghién clru dé Ioa| trir
y&u t& nhiéu, cach chia nhém dé phan tich mdi
tuagng quan.

V. KET LUAN

Nghién cltu dd xac dinh dugc ti 1é kiéu gen
GG, AG va AA & nhdm bénh nhan ung thu biéu
mo t€ bao gan la 39,8%, 46,2% va 14%, &
nhém ching la 30,1%, 53,8% va 16,1%. Tan sO
alen A va G cia nhdm bénh la 0,371 va 0,629, &
nhém ching la 0,43 va 0,57. Chua thay dudc
moi lién quan gitra SNP rs2856718 gen HLA-DQ
v6i ung thu biéu md té€ bao gan hay vGi mot sO
yéu té nguy cd cua ung thu bi€éu md té& bao gan.

LOT CAM ON. Nghlen cltu dugc thyc hién
véi su ho trg kinh phi cta dé tai ma s6 108.02-
2019.307, thudc Quy phéat trién khoa hoc va
cbng nghé qudc gia (NAFOSTED). Nhém nghién
cfu trén trong cam dn Bénh vién K va Bénh vién
Pai hoc Y Ha N6i d& cung c&p mAau nghién clu.
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