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clia nhdom bénh nhan nghién cu la 76,00 + 7,49
tudi, trong d6 da sd 1a khdi phat mudn (88,1%).

e Da s6 cac bénh nhan c6é bénh dong dién
(88,1%), dac biét la tim mach (52,4%) va noi
tiét (59,5%), gop phan vao bénh sinh phirc tap
cla AD.
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PAC PIEM PQT BIEN GEN PRES/S CUA VIRUS VIEM GAN B (HBV)
O’ NGU'O'I DAN TOC THIEU SO MANG HBSAG TAI THAI NGUYEN

Vii Nhi Ha!, Ngo Thi My Binh!, Nguyén Ping Tung?, Dwong Vin Cuong!

TOM TAT . .

Muc tleu M6 ta dac dlem kiéu gen va cac dot
bién trén vung gen Pres/S clia virus viém gan B (HBV)
@ sinh vién dan toc thiéu s6 cd HBsAg dudng tinh tai
Thai Nguyén, Viéet Nam. POi tugng va phu’dng
phap: Nghlen cdtu mod ta cat ngang tren 272 mau
huyet thanh cla sinh vién dan toc thiéu s6 thu thap
ndm 2024. Cac mau dudc sang loc HBsAg bang test
nhanh, dinh lugng anti-HBs, anti-HBc bang ELISA.
DNA HBV dugc tach chiét, khuéch dai vung gen Pres/S
bang nested PCR, giai trlnh tu Sanger va phan tich dot
bién bang phan mém BioEdit, MEGA 11 va
Geno2pheno. Két qua C6 5/272 mau (1,8%) dudng
tinh véi HBV DNA, tat ca déu la nit, thudc hai dan toc
Tay va Dao, dBng phat hién HBsAg va anti-HBc (+);
nong do anti-HBs dao dong tir 0 dén 13,9 mIU/mL.
Phan tich cdy phét sinh chung loai cho thay 2 mau
thuoc genotype B va 3 mau thudc genotype C. Tong
cdng 21 vi tri dot bién trén vung gen Pres/S dugc phat
hién, trong dé nhiéu dot bién thudc loai missense.
Dang chu y, cac dot bién L109P, 5117N va K122R ndm
gan vlng quyét dinh khang nguyen “a determinant”,
cd the anh hudng dén cau tric bé mat va tinh khang
nguyén cla HBsAg. Két luan: Nghién clru ghi nhan
sur da dang di truyén cta HBV genotypes B va C kém
theo cac dot bién Pres/S dac trung trong nhom doi
tugng dan tdc thi€u s6 mang HBsAg duong tinh. Mot
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sd ddt bién cé thé lién quan dén bién déi ciu tric
khang nguyén HBsAg, la cd s cho cac nghién ciu
ti€p theo vé hiéu qua cac xét nghiém phat hién HBsAg
va cd ché thoat mien dich cta HBV. Tur khoa: HBV;
Pres/S; dot blen K122R; genotype HBV; HBsAg du’dng
tinh; sinh vién dan toc th|eu s0.

SUMMARY
PRES/S GENE MUTATION PROFILE OF HEPATITIS
B VIRUS IN HBSAG-POSITIVE ETHNIC MINORITY

POPULATIONS IN THAI NGUYEN

Objective: To describe the genotype
characteristics and mutations in the PreS/S region of
the hepatitis B virus (HBV) in HBsAg-positive ethnic
minority university students in Thai Nguyen, Vietnam.
Materials and Methods: A cross-sectional
descriptive study was conducted on 272 serum
samples collected in 2024 from ethnic minority
university students. Samples were screened for HBsAg
using a rapid test and quantified for anti-HBs and anti-
HBc using ELISA. HBV DNA was extracted, and the
PreS/S region was amplified using nested PCR,
sequenced via Sanger sequencing, and analyzed for
mutations using BioEdit, MEGA 11, and Geno2pheno
software. Results: HBV DNA was detected in 5 out of
272 samples (1.8%), all of which were from female
participants belonging to the Dao and Tay ethnic
groups, with HBsAg positivity and anti-HBs levels
ranging from 0 to 13.9 mIU/mL. Phylogenetic analysis
revealed that 2 samples belonged to genotype B and 3
to genotype C. A total of 21 mutation sites were
identified in the PreS/S region, many of which were
missense mutations. Notably, the L109P, S117N, and
K122R mutations were located near the “a
determinant” region, potentially affecting the surface
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structure and antigenicity of HBsAg. Conclusion: This
study recorded genetic diversity of HBV genotypes B
and C accompanied by characteristic PreS/S mutations
among HBsAg-positive ethnic minority students. Some
mutations may be associated with alterations in HBsAg
antigenic structure, providing a basis for future
research on the performance of HBsAg detection
assays and mechanisms of HBV immune escape.
Keywords: HBV; PreS/S; K122R mutation; HBV
genotype; HBsAg-positive; ethnic minority students.

I. DAT VAN DE

Virus viém gan B (Hepatitis B virus — HBV) la
mot trong nhitng tadc nhan gay viém gan man
tinh phS bién nhat trén toan cau, véi 254 triéu
nguGi mac bénh man tinh va gan 1,1 triéu ca tu
vong moi nam do cac bién ching nhu xg gan va
ung thu biéu mé té€ bao gan (HCC) [1]. Du
chugng trinh tiém ching vaccine viém gan B da
dugc trién khai rong rai, su luu hanh clia HBV
van con cao tai nhiéu khu vuc, dac biét & cac
nudc cé thu nhap trung binh va thap, trong dé
c6 Viét Nam.

Tai Viét Nam, HBV dugc xép vao nhom luu
hanh cao, va su luu hanh khéng dong déu giira
cac vung dan cu dudc ghi nhan, nhat la ¢ nhém
dén toc thi€u s8 — von thudng ¢ ty I€ tiép can y
t€ va bao phu vaccine thdp haon so vdi mat bang
chung [2]. Trong bGi canh do, viéc giam sat cac
d3c diém di truyén cla HBV trong cdng dong,
d3c biét 13 cac dot bién gen cd thé anh hudng
dén kha nang phat hién HBsAg hodac chific nang
protein bé mat, 1a cuc ky can thiét dé t6i uu hoa
cdng tac chan doan, du phong va diéu tri.

Vlung gen Pres/S ctiia HBV ma hoa protein vé
(HBsAg) — muc tiéu chinh clia cac xét nghiém
huyét thanh hoc va vaccine phong HBV hién nay.
Cac doét bién trong vung nay, dac biét gan vung
quyét dinh khang nguyén "a determinant”" (aa
124-147), c6 thé lam thay ddi cdu trdc khang
nguyén, dan dén hién tugng gidm tinh khang
nguyén hoac gay am tinh gia trong xét nghiém
HBsAg [3, 4].

Nhiéu nghién cfu quéc t€ da ghi nhan cac
dot bién Pres/S nhu S117N, K122R hodc L109P
c6 lién quan dén bién doi cdu tric HBsAg va co
thé anh hudng dén dap (ng mién dich [5, 6].
Tuy nhién, tai Viét Nam, di liéu vé ddc diém dot
bién gen Pres/S ctia HBV trén quan thé dan toc
thi€u s6 con rat han ché, dic biét trong nhém
HBsAg duang tinh. B

Xudt phat tir thuc tién do, nghién clru nay
dugc thuc hién nhdm md ta ki€u gen va cac dot
bi€n trén ving gen Pres/S cta HBV & sinh vién
dan tdc thiéu s6 HBsAg dudng tinh tai Thai
Nguyén. Két qua la ca sé khoa hoc gép phan lam
rd dic diém phan bd ki€u gen, dot bién lién

quan dén tinh khang nguyén cia HBV trong
cdbng dong va dinh hudng cac nghién clu sau
hon nham danh gia tac dong cla cac dot bién
nay Ién hiéu qua xét nghiém va tiém chung.

I1. DOI TUONG VA PHU'ONG PHAP NGHIEN CU'U

2.1. Poi tuogng, théi gian va dia diém
nghién clru

* Poi tuong nghién ciu: 272 sinh vién
dan tdc thi€u s6 dang hoc tap tai Trudng PH Y
Dugc — DH Thai Nguyén (TUMP) tham gia hién
mau tinh nguyén nam 2024.

* Tiéu chuén lua chon:

+ Ngudi tir du 18 tudi trd 1én

+ Khéng cé cac bi€u hién bénh ly cdp tinh
va man tinh kem theo.

* Tiéu chuén loai tra:

+ Ngudi dang mang thai, cho con bl hodc
co tién st bénh gan, nghién rugu, st dung thudc
diéu tri anh hudng dén chic nang gan trong
vong 6 thang gan day

+ TU chGi hodac khong dong y tham gia
nghién ctu.

* Thoi gian va dia diém nghién cltu: Hoat
dong thu thap mau tai TUMP, cac xét nghiém va
phan tich dugc ti€n hanh tai Trung tam nghién
ctu Y hoc Viét - blc (VG-CARE) - Bénh vién
Trung Uong Quéan Doi 108 tur thang 4 dén thang
10 nam 2025.

2.2. Phuaong phap nghién ciru

* Thiét ké nghién cuau: Phudng phap
nghién cl'u m6 ta cdt ngang két hgp phan tich
phong thi nghiém.

* Ky thudt nghién cuu:

Ky thudt HBsAg test nhanh (Healgen, My).
Cac mau huyét thanh dugc sang loc ban dau bang
xét nghiém test nhanh HBsAg (Healgen® Rapid
HBsAg Test, Healgen Scientific LLC, Hoa Ky).

Tach chiét axit nucleic. DNA virus dugc tach
chiét tir 200 pL huyét thanh bang bd kit QIAamp
DNA Mini Kit (Qiagen GmbH, Hilden, Burc) theo
dung hudng dan clia nha san xuat. Nong do va do
tinh sach cia DNA dugc do bang may quang phd
NanoDrop™ (Thermo Fisher Scientific, Waltham,
MA, Hoa Ky). Cac mau DNA sau khi tach chiét dugc
bdo quan & -80°C cho dén khi ti€n hanh cac phan
tich sinh hoc phan tir ti€p theo.

Ky thudt PCR, gidi trinh tu Sanger va dinh
luong real-time PCR. Phan (ng PCR I6ng (nested
PCR) dugc thuc hién dé khuéch dai doan gen
bdo ton dai 332 bp thudc vung
surface/polymerase (S/P) clia HBV theo quy trinh
cbng bd trudc [5]. Qua trinh gdbm hai vong phan
ing s dung cac cap moi dac hiéu (HBV-
022/065/066 cho vong ngoai va HBV-
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024/041/064 cho vong trong). San phdm PCR
dugc dién di trén gel agarose 1,5% nhudém SYBR
Green, quan sat dudi UV; cac bang DNA dung
kich thudc dugc tinh sach bdng ExoSAP-IT va
gidi trinh ty hai chiéu bang BigDye™ Terminator
v3.1 trén hé thGng ABI PRISM 3130x! (Applied
Biosystems, Hoa Ky).

Phan (ng real-time PCR dinh lugng (gqPCR)
dugc thuc hién bang bd kit SensiFAST™ One-
Step RT-PCR (Meridian Biosciences, Hoa Ky) trén
hé théng LightCycler 480 (Roche, Thuy Si) nham
xac dinh tai lugng HBV DNA, véi gii han phat
hién 10 IU/MI theo hudng dan dugc mo ta trudc
dé [6].

Phén tich di liéu trinh tu. Cac trinh tu tho
thu dugc dugc x(r ly cat tia bang phan mém
SegMan v6.1 (DNASTAR, Hoa Ky), sau dé dugc
can chinh (alignment) véi 37 trinh tu tham chiéu
dai dién cho cac kiéu gen HBV tr A dén J dudc
truy xuadt tir cg s@ dir liéu NCBI GenBank, st
dung phan mém BioEdit v7.2.6.

Phan tich cdy phat sinh chdng loai
(phylogenetic tree) dugc thuc hién bang phan

II. KET QUA NGHIEN cU'U

mém MEGA 11, s dung thuat toan neighbor-
joining véi mO hinh kimura 2 thong s6 co hiéu
chinh gamma va vi tri bat bién (K2+G+I), dudc
kifm dinh bang 1.000 phép I3p bootstrap dé
danh gia do tin cay clia cac nhanh. Cay phat sinh
dugc truc quan hdéa bang cbng cu iTOL
(https://itol.embl.de/).

Phan tich dot bién gen dugc ti€n hanh trén
ving gen bé mat (S) va vung polymerase —
enzym sao chép ngugc (RT domain) bang phan
mém BioEdit v7.2.6 két hgp nén tang truc tuyén
Geno2pheno (https://hbv.geno2pheno.org).

* Nghién cru da dugc thong qua Ho6i dong
Pao dirc trong nghién ciu y sinh hoc cta Trudng
bai hoc Y Dugc — bai hoc Thai Nguyén phé
duyét (Ma s6: YD2025-T-01). Gidy ching nhan
chdp thuan vé dao dic s6 257/PHYD-HDPDD
ngay 06 thang 3 nam 2025. Cac két qua xét
nghiém chi cé gia tri trong nghién ctru va khéng
ap dung trong diéu tri hay cho bat ky muc dich
thuong mai. Cac thong tin ca nhan clia déi tugng
nghién clu sé dugc dam bao bi mat.

Bang 1. Dic diém chung cia cdc mdu HBV DNA duong tinh

N B Gidi Dan Anti- | Anti-HBs | HBV | Kiéu
Maso | Tuol | namyNir) | toc | HBSA9 | HBc | (mIU/mL) | DNA | gen
P26 21 N Dao + + 13.9 + B
P62 21 N Tay + + 2.5 + B
P82 | 21 NT Dao T n 11.8 T c
P145 22 N Tay + + 4.2 + C
P219 | 35 NG Tay T n 0 T c

Nhdn xét: Trong s6 272 mau huyét thanh dugc sang loc, ¢ 5 mau (chiém 1,8%) dugng tinh véi

HBV DNA. T4t ca déu la nif, do tudi tir 21 dén 35,

thudc hai dan toc chinh la Tay va Dao. Tat ca 5

mau nay déu co HBsAg va anti-HBc duang tinh. Nong do anti-HBs dao dong tir 0 dén 13,9 mIU/mL.

Bang 2. Bang két

ua téng hop doét bién gen

SO0 |+ ,»|Base Vi tri . .| Acid
— Ty lé|,  ~ ~|Base . an - - Acid amin .
Vi trilugng| J..7|trén |~ Loai dot acid A amin
base| dot Igg: tham ::g: bién amin_ trimitg:m trén P26|P62 P82 P145P219
bién chiéu trén mau mau
491 1 [14.29] T C missense 164 Leu Pro | 1 0 0 0 0
493 | 3 142.86] A C missense 165 Ile leu | O 0 1 1 1
502 3 4286 T A missense 168 Ser Thr | O 0 1 1 1
510 4 |57.14] C G |synonymous| 170 Thr Thr | 1 0 1 1 1
519| 3 [42.86| C G |synonymous| 173 Thr Thr | 0 0 1 1 1
530 1 42.86] A G missense 177 Lys Arg | O 1 0 0 0
531 3 |42.86] A G |synonymous| 177 Lys Lys | O 0 1 1 1
540 1 [14.29] G A |synonymous| 180 Thr Thr | 1 0 0 0 0
5421 3 42.86| C T missense 181 Thr Ile 0 0 1 1 1
573 3 42.86] A T |synonymous| 191 Ser Ser | O 0 1 1 1
592 3 42.86] A T missense 198 Thr Ser | O 0 1 1 1
603| 3 1[42.86/ C T |synonymous| 201 Asn Asn | O 0 1 1 1
609| 2 [28.,57| C T |synonymous| 203 Thr Thr | 0 0 1 1 0
644| 3 42.86] A G | missense 215 Lys Arg | O 0 1 1 1
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647 | 3 142.86] A T missense 216 Tyr Phe | O 0 1 1 1
678| 3 14286 T C |synonymous| 226 Ser Ser | 0 0 1 1 1
699 | 1 1[42.86] A G |synonymous| 233 Pro Pro | 0 1 0 0 0
735| 3 142.86] C T |synonymous| 245 Val Val | 0 0 1 1 1
764| 3 8571 T A missense 255 Phe Tyr | 0 1 1 1 1
78| 5 100 A G missense 261 Tyr Cys | 1 1 1 1 1
785| 2 |57.14] A G missense 262 Asn Ser | 1 1 0 0 0
Chd gidi: Glutamine (Gln), Glycine (Gly), bién thé theo IGV
Arginine (Arg), Lysine (Lys), Glutamic Acid (Glu), Nhan xét:

Phenylalanine (Phe), Tyrosine (Tyr),
Synonymous — Dot bién dong nghia (thay ddi
nucleotide nhung khéng lam thay doi acid amin
trong chuoi protein), Missense — DOt bi€én sai
nghia (thay do6i nucleotide lam thay ddi acid
amin trong chuoi protein); 1 la c6 dét bién, 0 la
khdng c6 dot bién. .

Nhan xét: Phan tich 5 mau dong phat hién
HBsAg, anti HBc va HBV DNA cho th&y téng cong
21 vi tri dot bién trén vung gen Pres/S, trong dé
dot bi€n missense chiém da s6. Vi tri 782
(Tyr—Cys) xuat hién & 100% mau, ti€p theo la
vi tri 764 (Phe—Tyr, 80%). M6t s6 dot bién ndm
gan vung “a determinant” (L109P, S117N,
K122R), c6 thé anh hudng dén cdu trdc va tinh
khang nguyén cua HBsAg. Ba mau thudc
genotype C mang nhiéu dét bién han so vdi hai
mau genotype B, goi y kha nang tich Ity dot bién
gen cao han & genotype C.

Hinh 1. Biéu db ty Ié dét bién theo vi tri
nucleotide

Nhdn xét: Biéu do cho thdy cac dét bién
khong phan b6 dong déu trén vung gen Pres/S,
vdi tan sudt bién d6i dao dong tir 20% dén
100%. Vi tri 782 xuat hién dot bién & ca 5/5 mau
(100%), phan anh day cé thé Ia mét “diém ndng
dot bién” (mutation hotspot) trong quan thé HBV
khao sat. Vi tri 764 cling co tan sudt cao (80%),
trong khi cac vi tri con lai chi yéu xudt hién &
60% sO mau, cho thay su da dang dot bién khac
nhau gilfa cac nucleotide.

| R B SRR B ) | | | | S
PP | | | |

|
LA AL 00 (MNP

Hinh 2. Biéu dé truc quan hoa cdc vi tri

e Truc trén (Mau do): Vi tri trén hé gene
tham chiéu

e Truc gilfa (Mau xanh dam, nhat): Tuong
(g v4i cac vi tri bién thé trén cac trinh tw

e Truc dugi (Mau dd, xanh I3, xanh dugng,
cam): Hién thj cAc nucleotide khac biét so véi tham
chi€u (A=Xanh la, T=D6, G=Cam, C=Xanh ducng)

e Vi tri cd xudt hién dot bién & tat cd 5 mau
la vi tri 782 trén hé gene tham chiéu.

Hinh 3. Ciy phat sinh chung loai cia HBV
Nhén xét: Cay phat sinh ching loai cho
thdy cac trinh tu HBV phan tach rd theo tung
genotype. Hai mau P26 va P62 thudc genotype
B, tao cum gan subtype B4 vdi gia tri bootstrap
93, trong dd P26 nam gan subtype B2 (bootstrap
79). Ba mau P219, P82 va P145 thu6c nhom
genotype C, phan cum gan clade C1, tuy nhién
gia tri bootstrap thap, cho thdy mdc do ho trg
phan nhom chua cao va can thém dir liéu trinh
tu’ d€ khang dinh chic chan.

IV. BAN LUAN

K&t qua nghién citu ghi nhan ty & phat hién
HBV DNA la 1,8% (5/272 mau) & nhom sinh vién
dan tdc thiéu s6 cd HBsAg duong tinh. Mdc du ty
Ié nay nhd, né van phan anh su ton luu HBV
trong cdng déng dan téc thi€u s6 — nhém co
nguy cd bi bo soét trong cac chugng trinh tam
soat va tiém ching md rong. Ghi nhan nay ddc
biét c6 y nghia dich té hoc trong bdi canh Viét
Nam dang dat muc tiéu loai trir viém gan virus B
theo khuyén cao ctia WHO.
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Ty 1€ 1,8% HBV DNA dugng tinh cia nghién
ciu ching tdi nam trong bdi canh cac nghién
cltu tuong tu trén quan thé thanh nién khoe
manh trong khu vuc. Vi du, Mo va cong su
(2024) khao sat trén nhom hién mau tré tai
Trung Qudc ghi nhan ty Ié OBI 0,07%, thap han
dang ké so vdi nhém bénh nhan hodc cdng déng
ngudi trudng thanh chua tiém chdng. Tuy nhién,
can luu y su khac biét vé doi tugng nghién ciru
(ngudi hién mau dugc sang loc ki han, dd tudi
rong han), cling nhu ha tang y té gilra cac quoc
gia. Do do, phat hién clia chung toi cé gia tri doi
sanh t6t trong pham vi quan thé ngudi tré tai
Viét Nam, d3ac biét trong vieén canh cac vung dan
toc thi€u s6 cd thé chua dugc bao phu day du
vaccine viém gan B sg sinh trong qua khr.

Két qua phan tich di truyén ghi nhan sy
dBng lvu hanh hai ki€u gen chinh la genotype B
va C, trong do genotype C chiém uu thé (3/5
mau). Dic diém nay phu hdp V@i cac céng bo
trudc day & Viet Nam va Péng Nam A, ndi
genotype C thu‘émg gan lién vdi tién trién bénh
man tinh va ty 1& xd gan, ung thu biéu md té
bao gan cao hon so vGi genotype B [4,7]. Du
chua danh gid dugc yéu t6 lam sang trong
nghién cltu hién tai, su’ hién dién ctia genotype C
6 nhém ngudi khde manh cho thdy kha nang ton
luu va lay truyén cla bién thé nguy cd cao nay
trong cong dong la co that.

Vé d3c diém doét bién, tdng cdng 21 vi tri
thay d8i nucleotide dugc phat hién trong ving
gen Pres/S, vGi uu thé la dot bién missense.
bang chu y, d6t bién A—-G tai vi tri 782
(Tyr—>Cys) hién dién & cad 5 mau, cho thay day
c6 thé Ia mét diém ndng tién hdéa (hotspot) én
dinh trong quéan thé HBV & mién Bac Viét Nam.
Nghién clu cta Sedohara (2025) cling ghi nhan
ble'n thé nay & ngu’dl hi€n mau tai Nhat Ban, gd|
y rang doét bién nay ¢ thé lan réng trong quan
thé Dong A va mang tinh chat di truyén déc
trung theo khu vuc.

Ba dot bién L109P, 5117N va K122R du’dc
phat hién tai hodc gan vlung “a determinant”
tri quyet dinh tinh khang nguyen cua HBsAg. Cac
bién thé nay tLrng dugc bdo cdo lam thay déi cau
trac protem giam &i luc khang thé hoac gay am
tinh gid khi xét nghiém HBsAg [3,5]. DU cac mau
trong nghlen clu déu HBsAg du‘dng tinh, su xuat
hién cta cac dot bién nay van ggi y nguy cd
“thoat mien dich”, nhat la khi phGi hgp vdi tai
lugng virus thdp hodc dot bién kép. Diéu nay
nhdn manh nhu cau gidm séat dinh ky bién thé
HBV va danh gia lai d0 bao phu cua cac kit
HBsAg hién hanh, dong thai phGi hgp thém xét

300

nghiém HBV DNA dé han ché bo sét chan doan.

Nghlen cru cua ching t6i con mot s6 han
ché: ¢ mau dudng tinh nhd, phan tich chi dua
trén vling gen Pres/S thay vi toan bd gen S hoac
toan hé gen HBV. DU vay, phat hién dugc thuc
hién bang ky thuat Sanger c6 dd tin cdy cao va
c6 gia tri canh bao sm, lam cd sd cho cac
nghién cfu sau han v&i quy mo I6n han, da vung
dia ly va da t6c ngudi.

V. KET LUAN

Nghién cltu ghi nhan 21 dot bién vung gen
Pres/S cta HBV & sinh vién dan tdc thi€u sb cé
HBsAg duadng tinh, véi su xuat hién dong thai
hai genotype B va C. Cac dot bién L109P, S117N,
K122R ndm gan ving “a determinant” c6 thé anh
hudng dén cau tric va tinh khang nguyén cla
HBsAg, nhan manh su can thi€t giam sat di
truyén HBV dinh ky va danh gia lai hiéu qua cac
test HBsAg hién hanh.
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YEU TO LIEN QUAN TINH TRANG GIAM TIEU CAU O’ TRE EM
MAC SOT XUAT HUYET DENGUE TAI BENH VIEN QUOC TE GREEN
Vii Vin Quang?, Ha Tung Lam!3, Ngé Ngoc Pire}?4, Ung Vin Manh'23,
Pham Xuén Tién!, Pong Thi Huyén®, Bai Vin Thanh?,
Lé Piang Tién’, Tran Thi Phwong Hing!, Nguyén Phwong Nhung!

TOM TAT

Muc tiéu: Mo ta dac dlem ld&m sang, can Iam
sang va phan tlch mot soO yeu t6 lién quan dén gidm
tleu cau d tré mac s6t xudt huyét Dengue tai Benh
vién quéc t€ Green nam 2024, Doi tugng va
phu’dng phap Nghién clru m6 ta hoi cu‘u trén 158
tré < 16 tudi diéu trj tai khoa Nhi, Bénh V|en Quoc té
Green tUr 1/1/2024—31/12/2024 Ket qua: Ty I&é nam
(56,3%), nir (43 7%). Do tudi ‘trung binh mac bénh la
7,94 + 0,6, nhiéu nhat 1a 7 dén 12 tudi (44, 3%) S6t
100%, xuat huyet da 99,4% trong dd cha yéu dang
cham (65,8%). Dau hleu canh bao (96, 2%), thl.rdng
gap la dau bung tang dan (36,7%). Giam bach cau
(58,2%), glam tiéu ciu (55,7%), tdng hematocrit
(37,6%), tang AST/ALT (dlnh ngay 3-5). Yéu t6 lién
quan giam tiéu cau: gidi t|nh nt (OR = 2,0; p =
0,03,CI: 1-4), giam bach cau (OR = 2,67; p = 0 003,
cl: 13 -5,4), tang ALT (OR=2,67, p = 0026 L 13—
5,4). Tu’dng quan nghich tuyén t|nh kha chat gitra s6
lugng ti€u cau va hematocrit trong 2 ngay diéu tri dau
tién (r— - 0,6, p= 002) Két ludn: Pdc diém 1am
sang: ty 1& nam va nir mac benh nhu nhau, bénh
thu‘dng gap & Ira tudi hoc dudng. T4t ca trerng hop
déu cd sot, hinh thai xuat huyet chu yéu xuat huyet
dudi da dang cham. Cac yeu to lién quan dén glam
ti€u cau 13 gidi tinh nit, giam bach ciu, ting ALT va
tang hematocrit. Tlr’ khoa' S6t xuat huyet Dengue,
tré em, giam tiéu cau, xuét huyét, can l1am sang.

SUMMARY
FACTORS ASSOCIATED WITH
THROMBOCYTOPENIA IN CHILDREN WITH
DENGUE FRVER AT GREEN

INTERNATIONAL HOSPITAL

Objectives: Describe clinical and paraclinical
characteristics and analyze some factors related to
thrombocytopenia in children with dengue fever at
Green International Hospital in 2024. Meterials and
methods: Retrospective descriptive study on 158
children < 16 years old treated at the Department of
Pediatrics, Green International Hospital from January
1, 2024 to December 31, 2024. Results: Male
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(56.3%), female (43.7%). The average age was 7.94
% 0.6, the most common is 7 to 12 years old (44.3%).
Fever 100%, subcutaneous bleeding 99.4%, mainly in
the form of spots (65.8%). Warning signs (96.2%),
commonly increasing abdominal pain: (36.7%).
Leukopenia (58.2%), thrombocytopenia (55.7%),
increased hematocrit (37.6%), increased AST/ALT
(peak day 3-5). Factors associated with
thrombocytopenia: female gender (OR = 2.0; p =
0.03, CI: 1-4), leukopenia (OR = 2,67; p = 0.003, CI:
1.3-5.4), increased ALT (OR = 2,2, p = 0.026, CI: 1-
4,8). A fairly strong negative linear correlation was
observed between platelet count and hematocrit
during the first two days of treatment (r = -0.6, p =
0.02). Conclusions: Clinical characteristics: the rate
of male and female patients is the same, the disease
is common in school-age children. All cases had fever,
the main bleeding pattern was petechiae. Factors
associated with thrombocytopenia were female
gender, leukopenia, increased ALT, and hematocrit.
Keywords: Dengue fever, children,
thrombocytopenia, clinical, paraclinical.

I. AT VAN DE

Nhiém vi-rat Dengue (DENV) xay ra do su
truyén mot typ huyé't thanh cta vi-rdt DENV
(DENV 1-4) qua muoi Aedes aegyptl Ca bon typ
huyét thanh déu c6 thé gay ra nhiém khong triéu
chirng hodc triéu chirng dién hinh cua sét xuét
huyé&t Dengue[1][2]. Cac triéu chi’ng nay cd thé
dao déng tur sdt kém dau nhiic dén cac biéu hién
nang hon nhu tang tinh tham thanh mach, thoat
huyet tucng, glam tiéu ciu, chay mau, huyét ap
giam nguy hiém va s6c, c6 thé dan dén tur
vong[3][4][7] Ti€u cdu la mdt thanh phan quan
trong cua mau tham gia vao qua trinh dong
mau. Bénh nhan nhiém DENV thu’dng phat tr|en
tinh trang gidm tleu cau trong qua trinh mac
bénh, khién ho d& bi chdy mau va cac bién
chitng nghlem trong khac. DENV gay rc ché tuy
xu‘dng va lam g|am san xuét tiéu cau, co thé truc
ti€p nhiém vao t&€ bao mau tiéu cau
(megakaryocyte) hodc kich thich co thé san sinh
ra khang thé tan cong va pha huy tiéu cau[l][5]
M@i lién quan gilta giam ti€u cdu va cac thay doi
huyet hoc khac nhu' thé nao dé tir dé tién lugng
va diéu tri tét han? Ching t6i ti€n hanh nghién
clfu nau véi 2 muc tiéu: (1) bac diém dich teé
ldm sang, can 1am sang & tré mac s6t xuat huyét
tai khoa Nhi bénh vién da khoa Qudc té Green tur
01/01/2024 - 31/12/2024; (2) Phan tich mot s6
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