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viéc tang liéu khong mang lai Igi ich thém.

Ngoai ra, két qua phan tich do nhay va kiém
tra sai léch cong b6 ciing hd trg tinh 8n dinh cla
cac phat hién. Viéc loai bo nghién clru c6 anh
hudng manh (Mu et al. 2009) (8) da giup giam
di biét va chi ra rang dic diém dan s& nghién
cru, trong nghién clu nay la gom nhirng dGi
tugng da cé tdng huyét ap, cd thé anh hudng
dén tinh déng nhéat cta di liéu téng hop. Do do,
can can trong trong viéc lua chon va phéan tich
cac nghién clru trong tdng quan hé théng, dong
thdi luu y rang cac yéu t6 nén tang nhu tién st
tdng huyét 4p cd thé 1a ngudn gay di biét giira
cac nghién clu.

Tém lai, cac bang chiing hién tai cing c6 vai
tro tiém nang cla kali nhu mot can thiép don
gian va an toan dé€ ki€ém soat huyét ap & tré em
va thanh thi€u nién. Tuy nhién, van can thém
cac thir nghiém lam sang chét lugng cao véi c6
mau Ién, theo doi lau dai va thiét k€ manh mé
d€ xac dinh rd liéu t8i uu, thdi gian can thiét dé
dat hiéu qua, va danh gia tac déng trén cac bién
c6 tim mach lau dai.

V. KET LUAN

B& sung kali 1a mot bién phap tiém nang va
hiéu qua trong quan ly huyét ap & tré em va
thanh thi€u nién, dac biét khi ap dung lau dai.
Can ¢ thém cac nghién cliu trong tuong lai dé
xac dinh liéu t6i uu, d6 an toan dai han va hiéu
qua thuc t&€ nhdm xdy dung cac khuyén cao
diéu tri cu thé cho déi tugng nay.
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Muc tiéu: Nghién clfu nhdm phén tich dic diém
phan tir va phat sinh ching loai cla gen CagA tUir cac
chung Helicobacter pylori (H. pylori) phan lap tai Benh
vién 19-8, qua doé danh g|a dic diém di truyen va
nguy cg gay bénh cua quan thé vi khuan nay. Dai
tugng va phuong phap nghién ciru: Tong s6 23
mau sinh thiét da day duong tinh véi H. pylori dugc
tuyen chon (bang phucng phap test urease va PCR).
Cac mau dugc kiém tra xac dinh gen CagA bang PCR
(v6i cdp moi chan doan CagA-F va CagA-R, cho san
phdm PCR kich thudc 383 bp). Ti€p theo, cac mau
ducng tinh gen CagA dugc st dung dé khuech dai
ving 3’ vdi kich thudc khoang 1,2 kb bdng cdp moi
Cag1/Cag2bR, san pham PCR du‘dc g|a| trinh tu bang
phuadng phap Sanger va phan tich bang phan mém
Genedoc 2.7 va MEGA XII. K&t qua: Ty Ié dudng tinh
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vGi gen CagA la 86,95% (20/23 mau). Két qua giai
trlnh tu va phan tich chuoi amino acid vung 3’ CagA
cla 20 chang H. pylori cho thay tat ca 20 ching déu
mang motif EPIYA-D, ddc trung cla ki€u CagA DBéng
A, la nhom cé doc luc cao. Mlrc do tuong dong
nucleotide gilfa cac chung nghién cttu dao ddong tir
93,7% dén 100%, va dat 92,9-97,3% khi so sanh vdi
cac chiing Bong A tham chiéu, nhung chi 79,7-83,0%
so vGi chiung phuong Tay. Cay phat sinh ching loai
(perdng phap Neighbor-Joining, bootstrap 1000 1an)
khang dinh tat ca chung nghlen cttu déu thudc clade
Dong A, cum chat vdl cac chung tur Viét Nam, Han
Quoc Nhat Ban va cac nl.rdc Pong Nam A. Két Iuan
Céc chlng H. pylori cla bénh nhan Viét Nam den
kham tai Bénh vién 198 déu mang kleu CagA Dong A
véi motif EPIYA-D, phan anh dac dlem di truyén ddc
trung cla khu vuc va nguy cc cao gay ton thuang tién
ung thu va ung thu da day. Két qua cung cdp cd s@
phan t{r cho viéc tién lugng va quan ly 1dm sang bénh
nhan nhiém H. pylori tai Viét Nam. 7o' khoa:
Helicobacter pylori; CagA gene; EPIYA-D motif

SUMMARY
ANALYSIS OF CAGA GENE AND
PHYLOGENETIC ANALYSIS OF
HELICOBACTER PYLORI IN PATIENTS

WITH GASTRITIS AT HOSPITAL 19-8

Objective: This study aimed to analyze the
molecular characteristics and phylogenetic
relationships of the CagA gene in Helicobacter pylori
(H. pylori) strains isolated from gastric patients at 19-
8 Hospital, Hanoi, Vietnam. Subjects and methods:
Twenty-three H. pylori-positive gastric biopsy samples
were selected by urease test and PCR. Samples were
screened for CagA gene presence using diagnostic
primers CagA-F and CagA-R (383 bp product). CagA-
positive samples were amplified at the 3' region (~1.2
kb) using primer pairs Cagl/Cag2bR, followed by
Sanger sequencing and analysis with Genedoc 2.7 and
MEGA XII. Results: The CagA gene was detected in
20 out of 23 isolates (86.95%). All 20 strains carried
the EPIYA-D motif, characteristic of the East Asian
CagA genotype, a high-virulence variant strongly
associated with gastric atrophy and gastric cancer.
Nucleotide similarity among the Vietnamese strains
ranged from 93.7% to 100%, and from 92.9% to
97.3% when compared to East Asian reference strains
(Vietnam, Korea, Japan, etc.). However, it was only
79.7% to 83.0% with Western strains (Italy, Algeria,
France). Phylogenetic analysis (Neighbor-Joining, 1000
bootstrap replicates) confirmed that all 20 study
strains clustered within the East Asian clade, closely
related to strains from Vietnam, Korea, Japan, and
Southeast Asia. Conclusion: All H. pylori isolates
from Vietnamese patients presenting at Hospital 19-8
harbored the East Asian CagA genotype with the
EPIYA-D motif, which reflects the region-specific
genetic features and is associated with high risk for
precancerous  changes and  gastric  cancer
development. These results provide molecular
evidence for prognostication and clinical management
of H. pylori infection in Vietnamese patients.

Keywords: Helicobacter pylori; CagA gene;
EPIYA-D motif

I. DAT VAN DE

Viém da day 13 bénh ly tiéu hda phG bién
toan cau, trong dé nhiem Helicobacter pylori (H.
pylori) la nguyén nhan chinh, lién quan dén loét
da day, ta trang va ung thu da day. T6 chirc Y t&€
Thé g|d| (WHO) da xép H. pylori vao nhém tac
nhan gay ung thuw nhém I [1]. Ty 1& nhiém H.
pylori van con cao ¢ cac nudc dang phat trién,
dac biét tai chau A, trong dd cb Viét Nam [2].

MOt trong nhu‘ng yéu t6 doc luc quan trong
nhat cta H. pylori la protein CagA, dugc ma hoa
bdi gen CagA [3]. CagA can thiép vao cac con
dudng tin hiéu cta té€ bao chd, gop phan gay
viém man tinh va cac tdn thuong tién ung thu.
Tuy nhién, doc luc cia CagA khong doéng nhat
gitra cac chuang do su da dang di truyén trong
trinh tu gen CagA, ddc biét & vung chlta cac
motif EPIYA. Cac chung Bong A thudng mang
EPIYA-D, trong khi ching phuong Tay mang
EPIYA-C [4]. Su khac biét nay anh hudng truc
ti€p dén muc do gay bénh.

Tai Viét Nam, thong tin vé dic diém di
truyén cla gen CagA va mai lién hé vai biéu hién
ldm sang con han ché. Do dd, nghién clu nay
dugc thuc hién nham:

1. Giai trinh tu’ gen CagA tir cac chiing H. pylori
@ bénh nhan viém da day tai Bénh vién 198.

2. Phan tich ddc diém di truyén va phat sinh
chung loai cac chung nay, tir dé cung cap cd sé
phéan t cho chan doan va tién lugng bénh ly da
day lién quan H. pylori.

II. DOl TUQONG VA PHUONG PHAP NGHIEN CU'U

boi tu’dng nghlen ciru: Nghién clu sir
dung 23 mau DNA tdng s8 dugc tach chiét tir
manh sinh thiét niém mac da day duang tinh véi
H. pylori clia bénh nhan dugc chan doén viém da
day, dén kham va diéu tri tai Bénh vién 19-8
(test urease duang tinh va PCR duang tinh bang
cdp moi chan doan ving gen 165 rDNA kich
thudc 534 bp theo cong b6 cua Tiwara va cong
su, 2005). Cac mau khdng du lugng DNA dé
phan tich bi loai trur.

Thiét ké nghién ciru: Nghién cau theo
thiét k& mo ta cat ngang vdi phuong phap chon
mau thuan tién. Nghién clu dugc thuc hién tu
thang 8/2024 dén thang 12/2025 tai Bénh vién
19-8.

Quy trinh xét nghiém: M3u dugc thu thap
tai Bénh vién 19-8. Cac budc tach chiét DNA,
PCR, dong héa, giai trinh tu gen CagA va phéan
tich phat sinh ching loai dugc thuc hién tai Vién
Sinh hoc (VAST) va COng ty The First Base
(Malaysia). C&p mdi sir dung dé chan doén su ¢6
mdt gen CagA cla H. pylori gbm CagA-F: 5'-
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TCAAAAACCAATCGTTGATAAG-3' va CagA-R: 5'-
TTCCTGCAAAAGATTGTTTGG-3' cho san pham
PCR kich thudc 383 bp.

Vung 3'gen CagA cla H. pylori dugc khuéch
dai bang phan (rng PCR sir dung cdp moi: moi
xubi Cagl (5'-TGGAAAAAATTCTGATCTAC-3') va
moi ngugc Cag2bR (5'-
TTAAGATTTTTGGAAACCAC-3') cho phan (ng
PCR kich thudc khoang 1,2 kb. Phan (ng PCR
dudc thuc hién trong thé tich 50 pL gém: 25 pL
DreamTaq PCR Master Mix (2X, Thermo Fisher
Scientific), 2 pL mdi mdi (10 pmoI/|.|L), 2-5 L
DNA khuén (~50 ng), 2 yL DMSO va nuéc khir
ion b8 sung dén du thé tich. Chu trinh nhiét
dugc thuc hién trén may MJ PTC-100 (Marshall
Scientific, Hoa Ky) vGi cac budc nhu sau: bién
tinh ban dau & 94°C trong 5 phut; ti€p theo la
35 chu ky gém bién tinh & 94°C/1 phat, gédn moi
G 52°C/1 phut va kéo dai & 72°C/2 phut; két
thic bang budc kéo dai cubi ¢ 72°C trong 10
phdt va bao quan & 4°C. San phdm PCR dugc
ki€ém tra bang dién di trén gel agarose 1% va
quan sat dudi den UV sau khi nhudom ethidium
bromide, cho san phdm du kién khoang 1,2 kb.
Giai trinh tu theo phuang phap Sanger (The First
Base, Malaysia).

Xir' ly s6 liéu: Phan tich dir li€u: so sanh
trinh tu bang phan mém Genedoc 2.7; xay dung
cdy phat sinh ching loai bang MEGA XII
(Phuong phap Neighbor-Joining v&i hé s6 tin
tudng (bootstrap) 1000 [an 13p lai).

. KET QUA NGHIEN cU'U
3.1. Ty lé duong tinh véi gen CagA
Bang 1. Ty 1€ cac chiung H. pylori mang
gen CagA

Gen CagA SO lugng (n) | Ty lé (%)
Duang tinh 20 86,95
Am tinh 03 13,05
Tong 23 100

Nhén xét: Trong s6 23 mau H. pylori dugc
xét nghiém, 20 mau (86,95%) cho két qua
duang tinh vGi gen CagA, 3 mau am tinh chi€ém
ty 1€ thap (13,05%).

3.2. Két qua giai trinh tu vung 3’gen
CagA va dinh type 20 chung H. pylori
nghién ciru. Bang cap moi Cagl-Cag2bR da
khuéch dai thanh cong ving 3’ gen CagA cla 20
ching H. pylori nghién clu vdéi kich thudc
khoang 1,2 kb (Hinh 1)

Cac giéng 1-7 la san pham khuéch dai viing
3 gen CagA clia 7 mau bénh phdm Hp11 Hp12,
Hp13 Hp15, Hp17, Hp18, Hp19 Cac giéng 8-18
la san pham khuéch dai ving 3'gen CagA cla 8
mau bénh phdm Hp19, Hp21, Hp22, Hp23,
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Hp24, Hp25, Hp27, Hp35, Hp36, Hp37

156

Hinh 1. Két qua dién di san phdm PCR vung
3’gen CagA bang cap moi cag1l-cag2bR
(kich thuoc 1,2 kb)

Chia thich: M: marker 100bp (Lambda
DNA/HindIII)

San phdm PCR sau khi tinh sach dugdc giai
trinh tu bang phuong phap Sanger st dung hai
moi cla phan Ung PCR. Két qua da g|a| trinh tu
thanh cong ving 3’ gen CagA cla 20 mau
nghién cfu. Két qua giai trinh tu dudc trinh bay
G Bang 2.

Badng 2. Kich thuoc ving gen CagA cua
20 mau nghién ciuu

STT [Tén chung| Type gen |Kich thudc (bp)
1 Hpl1l CagA 905
2 Hp12 CagA 953
3 Hp13 CagA 901
4 Hpl14 CagA 900
5 Hpl5 CagA 834
6 Hp17 CagA 908
7 Hp18 CagA 615
8 Hp19 CagA 911
9 Hp21 CagA 999
10 Hp22 CagA 910
11 Hp23 CagA 1026
12 Hp24 CagA 874
13 Hp25 CagA 906
14 Hp27 CagA 942
15 Hp35 CagA 921
16 Hp36 CagA 1000
17 Hp37 CagA 942
18 Hp38 CagA 911
19 Hp432 CagA 928
20 Hp441 CagA 942

Nhan xét: Trong s6 20 chung H. pylori nghién
clu, da thu nhan dugc trinh tu' nucleotide tuong
d6i day du cua 19 chang, riéng chiing Hp18 chi thu
nhan dugc trinh tw 615 bp. Tuy nhién cac trinh tuw
gen thu dugc déu bao gbm vung gen quan trong
dé dinh type vi khuan H. pylori.

Céc cong b trén thé gidi dd chi ra rang
phan tir protein CagA c6 thé dugc chia lam hai
loai chinh: Tay Au (Western CagA) va Bong A
(East Asian CagA). Cc sd phan chia nay dua trén
déc diém md tip EPIYA (Glu - Pro - Ile - Tyr -
Ala) thudc dau carboxyl tan (- COOH) cla phéan
tr protein CagA (hay thudc phia dau 3’ clia gen
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CagA). Trong do, protein CagA loai Pong A c6
kha ndng gay viém da day man tinh dai dang véi
do hoat dong cao haon, mic d0 viém teo
nhiéu han, cé kha nang lam bién thai t€ bao va
nguy cd ung thu da day cao hon so vdi protein
CagA loai Tay Au (Hinh 2A).

Hinh 2A. Trinh tu’ amino acid thudc protein
CagA giup xac dinh phan type cua cac
chung H. pylori

Trong nghién cdu nay, to trinh tv
nucleotiode gen CagA cua 20 mau H. pylori
nghién clfu da dudc xac dinh cac chudi amino
acid suy dién bang phan mém Gendoc 2.7 sU
dung bd code Vi khuan (Hmh ZB)

[+
0
|

prod

Hinh 2B. Trinh tu amino acid (suy dién, thu
gon) thu duoc tir trinh tu’' ving gen CagA
cua 20 chung H. pylori nghién ciru

Nhdn xét: K& qua phan tich amino acid
ving 3’ UTR gen CagA cla cac ching Viét Nam
nghién clfu cho thdy trinh ty amino acid cta ca
20 chung déu thudc motif EPIYA A-B-D ddc
trLrng cla type CagA Dong A (East-Asian), khac
han v6i motif A-B-C cla type Western. Két qua
nay hoan toan phu hgp véi cac cong bd trudc
dd, rang ching H. pylori chil yéu dugc phan lap
dugc tr chau A thudc type East-Asian.

Viém da day véi cac chang vi khuan H. pylori
CagA dudng tinh la yéu t6 nguy cd cao nhat cua
ung thu da day (Parsonnet et al., 1997). Protein
CagA dugc van chuyén vao té€ bao biéu md da
day thong qua hé thdng tiét loai IV (type IV
secretion system - T4SS) cta vi khuén H. pylori.
Tai day, CagA trai qua qua trinh phosphoryl hoa
tyrosine tai cdc motif Glu-Pro-Ile-Tyr-Ala (EPIYA)
(Bridge et al., 2017). Sau khi dugc phosphoryl
hoa, CagA hoat dong nhu mot protein khung

(scaffold protein), tuong tac véi nhiéu phan tor
tin hiéu cla té bao chu. Thao tac truyén tin hiéu
ndi bao qua trung gian CagA thuc ddy su bién
doi cua té€ bao biéu md da day. Su bi€u hién
chuyén gen ctia CagA trén dong vat thi nghiém
da xac nhan kha nang gay ung thu cla protein vi
khudn (Ohnishi et al., 2008). Su’ da hinh vé ciu
tric cla CagA anh hudng dén chilc nang cta no,
tlr d6 cd thé lam cd s cho su’ khac biét vé dia ly
trong ty 1& mac ung thu da day. Céc ching
Dong A mang EPIYA-D lién két v8i SHP2 manh
han so véi chdng phuong Tay mang EPIYA-C,
lién quan chat ché dén nguy cd viém teo da day
va ung thu da day. Cac quén thé cd ty 1é ung
thu da day cao tuong Ung vdi vung phan bd
chung CagA kiéu Dong A (Yamaoca et al., 2008).
3.3. Két qua phan tich pha hé nguodn
gdc. Trinh tu nucleotide viing 3" gen CagA cla 20
mau H. pylori clia Vit Nam dugc phan tich pha
hé ngudn gdc cung véi 37 ching tham chi€u bao
gom 30 ching thudc nhém Ddng A (Viét Nam,
Trung Qudc, Malaysia, Han Qudc, bai Loan, Thai
Lan, Singapore, Nhat Ban, An D9, Indone5|a), 07
ching thudéc nhém CagA phu‘dng Tay (Algerla
Kenya, Phap, Y) tlr GenBank bang phan mém
MegaXII. Ket qua dugc trinh bay G Hinh 3.

gy s (e A

~— EAST-ASIAN

]‘ WESTERN

Hinh 3. Cy phét sinh chiing loai xéc dinh
moi quan hé nguén géc cua cdc chiing H.
pylori Viét Nam va thé gioi
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Chu thich: Cac chung H.pylori cGia Viét Nam
trong nghién ciu dugc ki hiéu bang hinh tam
giac.

Nhén xét: Cay phat sinh chung loai (Hinh 3)
cho thdy cac chidng H. pylori trén thé gidi tap
hop riéng biét thanh 2 nhdm di truyén riéng biét,
nhém Bong A (East-Asian) va nhém Phuang Tay
(Western). Trong dd, nhom East-Asian chia
thanh hai phan nhém chinh: phan nhom thd
nhat gom cac chung phan lap dudc G Viét Nam,
Trung Quoc, Thai Lan va Nhat Ban; phan nhom
thr hai gébm cac ching cda Indonesia. Toan bo
20 chung nghién clfu (danh dau bang tam gidc
den) déu tap trung trong nhém Bong A clng vdi
cac chung tUr Viét Nam, Han Quéc, Nhat Ban va
cac nudc bong Nam A. Trong khi dd, cac ching

thuéc nhdm Phudong Tay tao thanh mot nhanh
riéng biét, ndm tach biét hoan toan. Diéu nay
khdng dinh rdng quan thé H. pylori cla bénh
nhan Viét Nam dén kham tai Bénh vién 19-8 déu
mang ki€u gen Ddng A, nhém c6 ddc luc cao,
phu hgp véi dic diém dich té hoc khu vuc va
nguy cd ung thu da day cao & Viét Nam. Tuy
nhién, khi so sanh vGi cac chdng H. pylori cua
Viét Nam phan lap nam 2005, cac chung H.pylori
phan lap gan day (2023-2024) trong nghién ciu
nay khong thudc cing mot nhédm di truyén gan
gii (Hinh 3).

3.4. Két qua so sanh ty Ié dong nhat vé
nucleotide va amino acid viing 3’ gen CagA
cua cac chung H.pylori nghién ctu

Bang 3. Két qua so sanh ty Ié dong nhat vé nucleotide va amino acid viung gen CagA

cua cac chun

g H. pylori Viét Nam va thé gioi
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Ghi chd: 1-5: Hp11-Hp1, 6-8: Hp17-19, 9-
13: Hp21-25,14: Hp27; 15, Hp35, 16: Hp36, 17:
Hp37, 18: Hp38, 19: Hp432, 20: Hp441, 21:
VietnamHP-No2-VN-2005 (FJ798952), 22: HpGP-
TWNOO03-TW-(CP079257), 23: HpGP-FRA-015-
FR-(CP092856), 24: HpGP-ITA-022-IT-
(CP079487).

Két qua so sanh cho thdy gilta 20 ching H.
pylori thu thap tai Bénh vién 19-8 (giai doan
2020-2021) cho thdy mic d6 dong nhat di
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truyén rat cao, dao dong tir 93,7% dén 100% ca
vé trinh tu nucleotide va amino acid. Tuy nhién
khi so sanh vgi cac chling H.pylori clia Viét Nam
phan lap trudc day 8 nam 2005, ty Ié dong nhat
thap han, tor 94,1 dén 97,3%. So sanh vdi cac
chdng H.pylori trong cung nhém Dong A , cac
chiing clia Viét Nam trong nghién ctu cé ti 1é
dong nhat tir 92,9% dén 96,9%.

Ngugc lai, mirc d6 dong nhat vé nucleotide
va amino acid gilfa cac chdng cla Viét Nam va
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cac chung H. pylori thuéc nhém phuong Tay dat
rat thap, chi tir 79,7% dén 83%.

Hai chung trong nhdm phuong tay dat ty 1€
dong nhat la 95,3%.

IV. BAN LUAN

Két qua nghién clru cho thay ty 1é duagng
tinh vdi gen CagA & cac ching H. pylori cla
bénh nhan Viét Nam dén kham tai tai Bénh vién
19-8 tir 10/2023 6/2024 la 86,95% (20/23), phl‘J
hogp véi cac bao cao truGc day tai Viet Nam va
khu vuc Dong Nam A, nai CagA thufdng hién dién
8 khoang 80% cac chang l1dam sang [5, 6]. Ty Ié
cao nay phan anh dic diém cla quan thé H.
pylori luu hanh tai day chu yéu thudc nhém déc
luc cao, c6 kha ndng gdy ton thucng nghiém
trong & niém mac da dz‘ay.

bang chu y, tat ca 20 ching derng tinh déu
mang motif EPIYA-D, ddc trung cla kiéu CagA
Dong A. Pidu nay hoan toan nhat quan véi két
qua phan tich phat sinh chung loai: 100% ching
nghlen cttu thude clade Dong A, cum chit Véi
cac chung tir Han Qudc, Nhat Ban, Dai Loan va
cac nudc Dong Nam A (bootstrap >83%). Su ndi
trdi cia ki€éu motif EPIYA-D cd y nghia Iam sang
quan trong, vi nhiéu nghién cltu da chirng minh
rang protein CagA mang motif EPIYA-D ¢ ai luc
cao han véi phosphatase SHP-2 (Src homology 2
domain-containing phosphatase-2) cua t€ bao
ch(, dan dén rGi loan tin hiéu t€ bao manh mé
han, gay viém teo da day man tinh va lam tang
nguy cd ung thu da day so véi kiéu EPIYA-C cla
chiing phuang Tay [7, 8].

Két qua cla chung t6i cing c6 gid thuyét
rang quan thé H. pylori tai Viét Nam chu yéu
mang kiéu gen ddc luc cao, gidi thich mdt phan
cho ganh nang bénh ly da day, dac biét la ung
thu da day & nudc ta. Do do, viéc xac dinh kiéu
CagA (qua EPIYA motif) nén dugc xem xét nhu
mot chi dau tién lugng trong quan ly lam sang
bénh nhan nhiém H. pylori, déc biét & nhing
trudng hop cd tén thuong tién ung thu hodc tién
s gia dinh mac ung thu da day.

V. KET LUAN

Nghién clu nay da xac dinh dugc ty lé
duang tinh véi gen CagA la 86,95% (20/23) & cac
ching Helicobacter pylori phan lap tir bénh nhan
viém da déy tai Bénh vién 19-8. Phan tich trinh tu
vlng 3’ ctia gen CagA cho thdy tat ca 20 chung
déu mang motif EPIYA-D, ddc trung cla kiéu
CagA Pong A, 1a nhom ¢ doc luc cao, lién quan
chat ché dén nguy ca viém teo da day va ung thu

da day. Cay phét sinh chling loai khdng dinh toan
b0 cac ching nghién clitu thubc clade Bong A,
cum chat véi cac chung tur Viét Nam, Han Qudc,
Nhat Ban va cac nudc Béng Nam A, va tach biét
hoan toan vGi nhom ching phugng Tay.

Két qua nghién clru cling cho thay cac chung
H.pylori clia Viét Nam phan lap gan day da co
nhitng bién ddi so vai cac ching H.pylori phan
lap nhitng nam 2000, cd ty |é tugng dong thap
hon va nam & cac vi tri xa nhau trong cdy pha hé
nguoén goc.

Ké&t qua nay cung cdp bang ching phéan tor
cho thdy quén thé H. pylori luu hanh tai Viét
Nam chd yéu mang kiéu gen nguy co cao d6i véi
cac thé bénh ndng, dic biét la ung thu da day.
Do do, viéc xac dinh motif EPIYA trong gen CagA
nén dugc xem xét nhu moét dau an tién lugng
trong quan ly 1d&m sang bénh nhan nhiem H.
pylori, gép phan cé thé hda chan doan, theo doi
va diéu tri tai cac cd s@ y t€ trong nudc.
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KET QUA CAN THIEP NQI MACH DPIEU TRI BIEN CHO’'NG CHAY MAU DO
UNG THU VUNG PAU MAT CO TAI BENH VIEN PA KHOA TiNH PHU THOQ

TOM TAT.

Muc tiéu: Danh gid két qua can thlep dudng
dong mach trong dleu tri bi€én chung chay mau do ung
thu vung dau mat cb. Poi tugng va phuadng phap
Nghién clru hdi ciu trén 21 benh nhan dugc chan
doan ung thu ving dau mat cd cd bién cerng chay
mau va du’(jc can thlep ndt tdc dong mach cdm mau
tai Bénh vién Da khoa tinh Ph( Tho trong giai doan tur
thang 11/2022 dén thang 11/2025 Két qua Trong
s6 21 bénh nhan, c6 17 nam va 4 ni, vdl tudi trung
binh 57,7. Nguyen nhan chay mau bao gom ung thu
Iu8i (8 benh nhan; 38,1%), ung thu san miéng (2;

9,5%), ung thu ha hong (2; 9,5%), ung thu amidan
(2 9,5%), va cac ung thu khac viing dau mét c8 (7;
33 3%) Ty 1€ be_nh nhan G giai doan T4 chiém 80,9%
(17/21). Thai gian mac bénh trung binh 1a 15,8 thang
C6 17 bénh nhan (80,9%) dang hoéc d3 dleu tri hoa
chat va/hodc xa tri du phac do tai thdi dlem nhap vién
va 6 bénh nhan (28 6%) trong tinh ‘trang sGc glam thé
tich. Chup cat Idp vi tinh ghi nhan chay mau hoat
dong & 7/21 trudng hop (33,3%), trong do co 2
trudng hgp chay mau truc ti€p tr dong mach canh
ngoai va 5 trudng hgp gia phinh dong mach (23,8%).
Chin bénh nhan (42,9%) khong thdy dau hiéu chay
mau hoat dong ma chi ghi nhan tang sinh mach trong
khGi u. Ty I€ thanh cong ky thuat cta can thiép dat
95,2% (20/21). Vat liéu nut mach bao gém gelatin
sponge (8 bénh nhan; 38,1%) va vong xoan kim loai
(6; 28,6%). C6 1 bénh nhan bién chirng phu nlra mat
do dugc nit tic hoan toan déng mach canh ngoai.
Trong thdi gian theo doi, 17 bénh nhan da t& vong.
M6t truGng hgp (5,9%) tu vong lién quan dén that bai
ky thuat, trong khi 16 bénh nhan tr vong sau dé vai
thai gian s6ng thém trung blnh 11 tuén (1-63 tuan)
Nguyén nhan tr vong chu yeu do bénh tién trién giai
doan cudi (13/17; 76,5%) va do chay mau tai phat
(3/17; 17,6%). Két Iuan Can thiép n6i mach la
phu‘dng phap hiéu qua trong kiém soat bién chimg
chay mau do ung thu ving dau mét ¢, vdi ty 1& thanh
cbng cap va it bién chiing. Tuy nhién, thdi gian s6ng
thém van han ché do da s6 bénh nhan @ giai doan
bénh tién trién hodc giai doan mudn. Tu’ khda: can
thiép ndi mach; chay mau; ung thu viing dau mat co
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HEAD AND NECK CANCERS AT PHU THO

PROVINCIAL GENERAL HOSPITAL

Objectives: To assess the outcomes of
transarterial embolization in managing hemorrhagic
complications associated with head and neck cancers
in a case series from Phu Tho Provincial General
Hospital. Subjects and methods: A retrospective
study was conducted on 21 patients with head and
neck cancers who underwent transarterial
embolization for hemorrhagic complications between
November 2022 and November 2025. Results: A total
of 21 patients were enrolled in the study, including 17
men and 4 women, with a mean age of 57.7 years.
Primary tumor sites consisted of the tongue (8
patients; 38.1%), oral cavity (2; 9.5%), hypopharynx
(2; 9.5%), tonsil (2; 9.5%), and other head-and-neck
subsites (7; 33.3%). The majority of patients (17/21;
80.9%) presented with T4-stage disease, and the
mean duration of illness prior to admission was 15.8
months. At presentation, 17 patients (80.9%) had
been undergoing chemotherapy and/or radiotherapy,
and 6 (28.6%) were in hypovolemic shock. Active
hemorrhage on CT angiography was identified in 7
patients (33.3%)( including 2 cases of direct external
carotid artery bleeding), and 5 cases (23.8%)
presented pseudoaneurysm. Hypervascular
enhancement on CT was observed in 9 patients
(42.9%). Endovascular intervention achieved a
technical success rate of 95.2% (20/21) and a clinical
success rate of 90.5% (19/21). Embolic agents
included gelatin sponge (8 patients; 38.1%) and coils
(6; 28.6%). One patient experienced unilateral facial
edema as a complication resulting from complete
occlusion of the external carotid artery. During follow-
up, 17 patients died. One patient (5.9%) died due to
technical failure, while 16 patients died later in the
course of follow-up, with a median survival of 11
weeks (range, 1-63 weeks). Causes of death included
advanced tumor progression in 13 patients (76.5%)
and recurrent hemorrhage in 3 patients (17.6%).
Conclusion: Endovascular intervention is highly
effective for controlling hemorrhagic complications in
patients with head and neck cancers, demonstrating a
high technical and clinical success rate. Nevertheless,
overall survival remains limited, primarily due to the
advanced or end-stage disease status in most

patients. Keywords: transarterial embolization,
bleeding, head and neck cancers
I. DAT VAN DE

Ung thu vung dau mat c6 bao gom nhiéu
loai u phat trién tur cac cau tric gidi phau khac
nhau cla ving dau mét c¢6 nhu khoang mleng,
mii hau, thanh quan Vé dac dlem giai phau
bénh ctia ung thu ving dau mét cd thi ung thu
bi€u md t& bao vay 13 loai hay gdp nhat!l. Chay
mau do ung thu ving dau mat c6 Ia tinh hudng



