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) KHAO SAT KHANG NGUYEN BACH CAU NGUOI
BANG PHUONG PHAP PCR-SSO VA NHOM MAU HE ABO - RHESUS
BANG PHUONG PHAP GELCARD G BENH NHAN SUY THAN MAN
CHO GHEP THAN VA NGUGI HIEN THAN TAI BENH VIEN CHQ RAY
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TOM TAT

Pt van dé: Thanh céng cla ca ghép khong chi phu
thudc vao ky thuat phau thuat, con dwa vao sy hoa hop
vé& mién dich. Trong d6 phu hgp HLA va nhém mau ABO,
Rh la cwc ky quan trong trong ghép than. Viéc nghién ctru
dac diém phan bé HLA két hop v&i nhém mau ABO, Rh &
ngwdi hién va ngudi nhan ghép than cé y nghia quan trong
trong viéc t&i wu héa lwa chon c&p ghép, gop phan nang
cao hiéu qua diéu tri va hd tro xay dung co sé di liéu phuc
vu cbng tac ghép tang tai Viét Nam.

P6i twong va phwong phap: Nghién ctiru mo ta cét
ngang trén 446 mau mau cia BNSTMCGT va NHT thuc
hién xét nghiém HLA béng PCR-SSO va dinh nhém mau
ABO-Rhesus tai Trung tdm Truyén mau Bénh vién Cho
Ré&y tir thang 01/2023 dén thang 09/2024.

Két qua: Phan bd nhém mau ABO Ian lwot la O
(49,33%), B (27,35%), A (18,39%) va AB (4,93%); Rh(+)
chiém 99,55%; Rh(-) chiém 0,45%. HLA c6 tinh da hinh
cao voi 14 alen HLA-A, 23 alen HLA-B, 13 alen HLA-DRB1,
6 alen HLA-DQA1, 5 alen HLA-DQB1. Céac alen HLA co
tn suét cao gdm A*02 (25,67%), A*11 (24,78%), B*15
(25,45%), B*07 (10,76%), DRB1*12 (29,82%), DRB1*09
(12,78%), DQA1*01 (35,09%), DQA1*06 (24,55%),
DQB1*03 (50,90%) va DQB1*05 (27,02%). Cac t& hop
alen thwong gap A*11-B*15 (7,34%), DRB1*12-DQA1*06
(15,47%), DRB1*12-DQB1*03 (21,36%), DQA1*01-
DQB1*05 (18,05%).

Két luan: Pac diém khang nguyén HLA cé tinh da
hinh cao. M6t sb alen HLA c6 tan sut ndi trdi nhw A*02,
A*11, B*15, DRB1*12, DQA1*01 va DQB1*03. Céc tb hop
alen HLA thuwdng gap A*11-B*15, DRB1*12-DQA1*06,
DRB1*12-DQB1*03, DQA1*01-DQB1*05.

Ttr khéa: Khang nguyén bach cau ngwdi; nhém mau
ABO; Rhesus; ghép than.
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SUMMARY

SURVEY OF HUMAN LEUKOCYTE ANTIGEN BY
PCR-SSO METHOD AND ABO - RHESUS BLOOD
GROUP BY GELCARD METHOD IN PATIENTS WITH
CHRONIC RENAL FAILURE WAITING FOR KIDNEY
TRANSPLANTATION AND DONORS AT CHO RAY
HOSPITAL

Introduction: The success of kidney transplantation
depends not only on surgical techniques but also on
immunological compatibility between donors and recipients.
Among the key determinants, compatibility of human
leukocyte antigens (HLA) and the ABO and Rhesus (Rh)
blood group systems plays a crucial role in reducing the
risk of graft rejection and improving long-term graft survival.
Investigating the distribution of HLA alleles together with
ABO and Rh blood groups in kidney donors and recipients
is important for optimizing donor-recipient matching,
improving transplantation outcomes, and establishing
a national database to support organ transplantation in
Vietnam.

Materials and Methods: A cross-sectional descriptive
study was conducted on 446 blood samples, including
patients with chronic kidney disease awaiting kidney
transplantation and kidney donors. HLA typing was
performed using polymerase chain reaction with sequence-
specific oligonucleotide probes (PCR-SSO) method, and
ABO-Rhesus blood grouping was determined at the Blood
Transfusion Center, Cho Ray Hospital, between January
2023 and September 2024.

Results: The distribution of ABO blood groups was
O (49.33%), B (27.35%), A (18.39%), and AB (4.93%).
Rh-positive and Rh-negative blood groups accounted for
99.55% and 0.45%, respectively. A high degree of HLA
polymorphism was observed, with 14 HLA-A alleles, 23
HLA-B alleles, 13 HLA-DRB1 alleles, 6 HLA-DQA1 alleles,
and 5 HLA-DQB1 alleles identified. The most frequent
HLA alleles were A*02 (25.67%), A*11 (24.78%), B*15
(25.45%), B*07 (10.76%), DRB1*12 (29.82%), DRB1*09
(12.78%), DQA1*01 (35.09%), DQA1*06 (24.55%),
DQB1*03 (50.90%), and DQB1*05 (27.02%). The most
common HLA allele combinations were A11-B15 (7.34%),
DRB112-DQA106 (15.47%), DRB112-DQB103 (21.36%),
and DQA101-DQB105 (18.05%).
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Conclusions: HLA antigens demonstrated substantial
polymorphism among the study population. The most
prevalent alleles were HLA- A*02, A*11, B*15, DRB1*12,
DQA1*01, and DQB1*03. The most common HLA allele
combinations included HLA- A*11-B*15, DRB1*12-
DQA1*06, DRB1*12-DQB1*03, and DQA1*01-DQB1*05.

Keywords: Human Leukocyte antigen; ABO blood
group; Rhesus; kidney transplantation.

I. DAT VAN PE

Ghép than 1a phuong phap diéu tri tbi wu cho bénh
nhan suy than man giai doan cudi, gilp cai thién chét
lwong cudc sbng va kéo dai thoi gian sdng. Bén canh
céac yéu tb phau thuat va chdm séc sau ghép, twong
hop mién dich gitra nguoi hién va nguwoi nhan, dac biét
vé HLA va nhém mau ABO, Rh, c6 vai trd quan trong
trong han ché thai ghép va cai thién két qua ghép. Do
HLA c6 tinh da hinh cao va khac biét gitra cac quan
thé, viéc khao sat dac diém HLA két hop véi ABO, Rh
¢6 y nghia trong Iwa chon cap ghép phu hop. (1), (2)
Vi vay, nghién ctru dwoc thwe hién nhdm khao sat dic
diém HLA va nhém mau ABO, Rh & bénh nhan suy
than man ch& ghép than va nguoi hién than tai Bénh
vién Cho' Ray, gép phan hd tro' cong tac lwa chon cap
ghép va xay dwng di liéu phuc vu ghép tang.

Il. DOI TUONG VA PHUONG PHAP

2.1. B6i twong nghién clru:

Tiéu chuan chon mau: Mau mau dat tiéu chuan
va day du théng tin nghién clru.

ll. KET QUA NGHIEN CUU

3.1. Pac diém mau nghién clru

Tiéu chuan loai trir: Mau mau khong dat tiéu
chuan chon mau.

Théi gian: tir thang 01/2023 dén thang 09/2024

Dia diém nghién ctru: Trung tam Truyén mau
Cho RAy - Bénh vién Cho Ray.

2.2. Phwong phap nghién ciru
Thiét ké nghién clru: md ta cat ngang

C& mau: C& mau duoc tinh theo cdng thire wéc
lwong mot ti 1.

Dwa vao nghién clru ctia B Thanh Hoa va
cong suw (2023) vé dac diém khang nguyén hé HLA
(HLA-A, HLA-B, HLA-DRB1) & BNSTMCGT va NHT
tai Bénh Vién Hiru Nghj Viét Bre thi tilé p woc tinh =
0,312. Vay c& mau tdi thiéu 1a 330 mau.

Nghién ctu thu thap dwoc 446 (n) mau mau cla
ddi twong tham gia véi 235 mau mau cia déi twong
la BNSTMCGT va 211 mau mau cla dbi twong la
NHT.

Xt ly sé liéu: phan mém Microsoft Office 365 va
SPSS 20.

2.3. bao dwrc nghién ctru

Nghién ctu dwoc sw chép thuan cta Ho6i déng
Pao dirc Nghién cvu Y sinh hoc vé viéc tién hanh
nghién cru khoa hoc cép Co s& tai bénh vién Cho
Ray s 1920/GCN-HDDD ngay 03/01/2025.

Nghién ctru dwoc tién hanh tir thang 1/2023 dén thang 9/2024 tai Trung tam Truyén mau Cho Ray — Bénh
Vién Cho Ray cé 446 mau dwoc dwa vao nghién clru (235 madu BNSTMCGT va 211 mau NHT).

Bang 1: Pac diém méu nghién ciru

BNSTMCGT (n=235) NHT (n=211) Téng (n=446)
Nhém tudi
X (+SD) 38,13 (£9,85) 50,47 (+10,98) 43,97 (£12,05)
[Min-Max] [17-69] [27-74] [17-74]
Gi@i tinh
Nam (%) 135 (57,45%) 89 (42,18%) 224 (50,02%)
NG (%) 100 (42,55%) 122 (57,82%) 222 (49,98%)
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BNSTMCGT (n=235)

NHT (n=211)

Téng (n=446)

Nhém mau ABO

A (%) 50 (21,28%) 32 (15,17%) 82 (18,39%)
B (%) 64 (27,23%) 58 (27,49%) 122 (27,35%)
AB (%) 17 (7,23%) 5 (2,37%) 22 (4,93%)

0 (%) 104 (44,26%) 116 (54,98%) 220 (49,33%)

Nhém mau Rh

SD: Do léch chuan

Rh (+) (%) 235 (100,00%) 209 (99,05%) 444 (99,55%)
Rh (-) (%) 0 (0,00%) 2 (0,95%) 2(0,45%)
X: Trung binh

Nhan xét: Trong 446 déi twong nghién cuwu, tudi trung binh 43,97+12,05 tudi [17-74]. O BNSTMCGT la
38,1349,85 tudi [17-69] va NHT la 50,47+10,98 tudi [27-74]. Ti Ié nam va ni¥ chiém ti 1&é 50,02% va 49,98%,
BNSTMCGT c6 ti I1é gi¢i tinh nam cao hon ni¥ (57,87% so v&i 42,13%). Trong khi NHT c6 ti I1&€ nir cao hon
nam (57,82% so v&i 42,18%). Phan b6 nhém mau A, B va O gilra hai nhém déi twong twong dbi déng déu,
riéng nhom AB c6 su khac biét ¢ y nghia thdng ké véi p=0,021 (<0,05). Nném méau Rh (+) chiém ti 1& 99,55%,

Rh (-) chi chiém 0,45%, c& hai trudng hop Rh (-) déu & nhém NHT.

3.2. Két qua dic diém phan bé HLA

Bang 2: Pac diém phan bé alen HLA & dbi tuong nghién ctru

Bb:ﬁlr;co)e T (nT:ZTZ) (nT:glggz) KTC 95%* P

HLA - A
A*02 (%) 122 (25,96%) 107 (25,36%) 220 (25,67%) | (-0,051dén0,063) | 0,859
A1 (%) 117 (24,89%) 104 (24,64%) 221 (24,78%) | (0,054 dén0,059) | 0,941
A*24 (%) 104 (22,13%) 82(19,43%) 186 (20,85%) | (-0,026 dén0,080) | 0,379
Khac (1) (%) 127 (27,02%) 129 (30,57%) 256 (28,70%)

HLA - B
B*15 (%) 123 (26,17%) 104 (24,64%) 227 (2545%) | (-0,042dén0,072) | 0,652
B*07 (%) 51 (10,85%) 45 (10,66%) 96 (10,76%) | (-0,039dén0,043) | 0,032
B*46 (%) 46 (9,79%) 48 (11,37%) 94 (10,54%) | (-0,056dén0,025) | 0,466
Khac (20) (%) 250 (53,19%) 225 (53,32%) 475 (53,25%)

HLA - DRB1

DRB1*12, n (%) 146 (31,06%) 120 (28,44%) 266 (29,82%) | (-0,034dén0,086) | 0,473
DRB1%09, n (%) 51 (10,85%) 63 (14,93%) 114 (12,78%) | (-0,085dén0,003) | 0,089
DRB1*15, n (%) 51 (10,85%) 49 (11,61%) 100 (11,21%) | (-0,049 dén0,034) | 0,735
DRB1*04, n (%) 52 (11,06%) 42 (9,95%) 94 (10,54%) | (-0,029dén0,051) | 0,610

Khac (9), n (%)

170 (36,17%)

148 (35,07%)

318 (35,65%)
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et | (nmd22) (n=352) KTC 95% ° P
HLA - DQA1
DQA1*01, n (%) 167 (35,53%) 146 (34,60%) 313 (35,09%) (-0,053 4&n 0,072) | 0,814
DQA1*06, n (%) 119 (25,32%) 100 (23,70%) 219 (24,55%) (-0,040 4én 0,072) | 0,625
DQA1*03, n (%) 98 (20,85%) 102 (24,17%) 200 (22,42%) (-0,088 d4én 0,022) | 0,296
Khac (3), n (%) 86 (18,30%) 74 (17,53%) 160 (17,93%)
HLA - DQB1
DQB1*03, n (%) 239 (50,85%) 215 (50,95%) 454 (50,90%) (-0,067 dén 0,065) | 0,984
DQB1*05, n (%) 128 (27,23%) 113 (26,78%) 241 (27,02%) (-0,054 4én 0,063) | 0,896
Khac (3), n (%) 103 (21,92%) 94 (22,27%) 197 (22,08%)

* KTC 95%: Khoang tin cdy 95% ctia hiéu sé ty 1é alen giita nhém BNSTMCGT va NHT
P: Gia tri kiém dinh Chi-square

Nhan xét: Nghién ctru ghi nhan 14 alen HLA-A, 23 alen HLA-B, 13 alen HLA-DRB1, 6 alen HLA-DQA1
va 5 alen HLA-DQB1. Céc alen c6 tan suét cao nhét 1a A*02 (25,67%), A*11 (24,78%), A*24 (20,85%);
B*15 (25,45%), B*07 (10,76%), B*46 (10,54%); DRB1*12 (29,82%), DRB1*09 (12,78%), DRB1*15 (11,21%),
DRB1*04 (10,54%); DQA1*01 (35,09%), DQA1*06 (24,55%), DQA1*03 (22,42%); DQB1*03 (50,90%),
DQB1*05 (27,02%). Khéng ghi nhan sy khac biét cd y nghia thdng ké vé tan suét cac alen HLA gitra
BNSTMCGT va NHT & tat ca cac locus khao sat (p>0,05), khoang tin cay 95%.

T4 hop alen ciia HLA

7,34%
7 6,78% mA*11-B*15
1 0 uA*02-B*15
6,33% A*24-B*15
Pl 4, 48%, = A*02-B*46
, — u A*29-B*07
\ u Khac (168)

71,24%

\/ 3.81%

Biéu db 1: T6 hop alen ciia HLA - Ava HLA - B

Nhén xét: Biéu dd cho thay sw phan bb cac td hop alen gitra HLA-A va HLA-B trong quan thé nghién ctru
c6 tinh da dang cao. Trong téng s6 173 t& hop dwoc ghi nhan, t& hop HLA A*11-B*15 xuét hién nhiéu nhét
voitilé 7,34%, sau doé la A*02-B*15 (6,78%), A*24-B*15 (6,33%), A*02-B*46 (4,48%) va A*29-B*07 (3,81%).
Con lai 168 t6 hop khac ciing dwoc tim thay véi tan suét thap (17 1é <3%).

15,47%

56,78% 8,07% = DRB1*12- DQA1*06

= DRB1*15- DQA1*01

I“ 17,57%
N

T~
5,49%

DRB1*09- DQA 1*03
= DRB1*04- DQA1*03
= DRB1*12- DQA1*01
= Khéc (65)

Biéu dé 2: T6 hop alen ctia HLA -DRB1 va DQA1
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Nhén xét: Trong nghién ctru ¢6 70 t6 hop alen clia HLA - DRB1 va HLA - DQA1 xuét hién, trong d6 té hop
DRB1*12-DQA1*06 voi ti 1& cao nhat 15,47%, sau d6 1a DRB1*15-DQA1*01, DRB1*09-DQA1*03, DRB1*04-
DQA1*03, DRB1*12-DQA1*01 véi ti 1& 1an lwot 1a 8,07%, 7,57%, 6,61%, 5,49%. Con 65 tb hop khac cling

dwoc tim thay véi ti 1& thidp hon <5%.

53,42%

4,54%

4,65%

21,36%
. 9,70%

6,33%

= DRB1*12- DQB1*03
» DRB1*09- DQB1*03

DRB1*15- DQB1*05
= DRB1*04- DQB1*03
= DRB1*10- DQB1*05
= Khéc (56)

Biéu dé 3: T6 hop alen ciia HLA -DRB1 va DQB1

Nhéan xét: Trong nghién ctru xuét hién 61 t6 hop alen ctia HLA - DRB1 va HLA - DQBH1, trong doé td hop
DRB1*12-DQB1*03 xuét hién v&i tdn sb cao nhét 1a 21,36%, sau dé dén DRB1*09-DQB1*03, DRB1*15-
DQB1*05, DRB1*04-DQB1*03, DRB1*10-DQB1*05 vai ti 1& 1an lwot 1a 9,07%, 6,33%, 4,65%, 4,54%. Con lai

56 t& hop xuét hién véi ti 1& <4%.

35,65%

18,05%

= DQA1*01- DQB1*05
= DQA1*06- DQB1*03
DQA1*03- DQB1*03

17,88% = DQA1*01- DQB1*03
/ = DQA1*01- DQB1*06
5,16% = Khac (25)
9,42% 13,85%

Biéu db 4: T6 hop alen ctia HLA -DQA1 va DQB1

Nhan xét: Biéu dd ghi nhan 30 t6 hop alen gitta HLA-DQA1 va HLA-DQB1, phan anh tinh da dang cla
cac haplotype HLA I&p 1. TS hop alen xuét hién véi tAn suét cao nhat 1a DQA1*01-DQB1*05 vé&i 18,05%.

IV. BAN LUAN
4.1. Dac diém mau nghién ctru

Trong 446 dbi twong nghién ctu, ti 1& nam va
nlr twong dwong nhau (50,45% va 49,55%). Nhém
BNSTMCGT c6 57,87% la nam va 42,13% la ni, ti
I& nam/ni¥ 1a 1,35/1. Ti 1é phan bé gidi tinh gitra hai
nhom BNSTMCGT va NHT cé sy khac biét mang y
nghta théng ké&. & nhém dbi twong la NHT thi ti 1&
nam th&p hon ni (42,18% so v&i 57,2%), g v&i
ti 1&é nir/nam la 1,37/1 va sy khac biét nay cling co y
nghia théng ké véi p<0,05. Két qué nay twong déng
v&inghién clru clia tac gia Claudia Lehmann va cong
sw (2023) véi ti 1&é nam chiém 59,9% & BNSTMCGT,
va 38,5% & NHT. (8) Twong tw, Nguyén Van Huong
va codng su (2023) ciing cho thay ti 1& bénh than &
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nam chiém 80% va nghién clu clia cung tac gia nay
nam 2021 cho thdy nam gi¢i chiém 76% & nhém
BNSTMCGT, p<0,05 (2) (3).

Dé&c diém tudi cho thay tudi trung binh cta dbi
twong nghién ciru 1a 43,97 tudi [17- 74]. Nhém tudi
21-60 chiém ti 1& cao nhat v&i 87,89%, tiép theo la
nhém >60 tudi (10,31%) va thap nhéat Ia nhom <20
tudi (1,80%). Tudi trung binh & nhom BNSTMCGT Ia
38,13 tudi [17-69] thap hon NHT Ia 50,47 tudi [27—
74], nhém 21-60 tudi & hai nhém déi twong chiém ti1é
IAn lvot 1a BNSTMCGT (94,89%) va NHT (80,10%).
Két qua nay cho thdy ngudi nhan than thwong & do
tudi tré hon so v&i ngudi cho than, phi hop véi thuc
té 1am sang khi bénh than man giai doan cuéi thuwdng
anh hwéng dén nhém tudi lao dong. Két qua nghién
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clru twong dong voi tac gia Nguyén Van Huong va
cong su (2023, 2024), L& Nguyén Vi va Bach Nhat
Nam (2024) cho thdy da sé bénh nhan ghép than
thudc nhom tudi tré va trung nién (2) (3) (4).

Trong 446 dbi twong nghién clru, nhém mau
O chiém ty 1& cao nhat (49,33%), tiép theo 1a B
(27,35%), A (18,39%) va AB (4,93%). Phan bd
ABO gitta BNSTMCGT va NHT twong dbi twong
déng & nhém A, B va O; riéng nhém AB cao hon &
BNSTMCGT (7,23% so v&i 2,37%), sw khac biét co
y nghia thdng ké (p=0,021). C6 2 trurng hop Rh(-
), chiém 0,45%, déu thuéc nhém NHT. Theo nghién
clru clia tac gia Nguyén Van Huwong va cong sw
(2023) thi két qué nhém mau cé ti 1& nhom A (10%),
nhom B (38%), nhom AB (5%) va nhém O (47%)
trong 50 BNSTMCGT va 50 ngwdi nhém chirng (3).
Nghién clru cla tac gia Hoang Giang va cong sw
(2020) trén 3,220 dbi twong suy than dang chay than
nhan tao tai cac bénh vién & Ha NGi thi ti 1& nhém
mau cla bénh nhan suy than lan lwot 1a nhém méau
A (20,53%), nhom mau B (30,31%), nhdm mau AB
(5,87%), nhém mau O (43,29%) (1). Nhém mau dong
vai trd quan trong trong viéc lwa chon nguwéi hién phu
hop khi tién hanh ca ghép. Theo mét vai nghién ctru
thi nhdm mau O c¢6 thdi gian chd doi nhiéu nhét,
trong khi nhém mau B c6 xu hwéng che doi thap
nhét. Trén thyc trang sw phan bd nhém mau gitra
NHT va BNSTMCGT khéng déng déu thi cac nghién
ctru vé ghép khong cung nhém mau ciing duoc can
nhéc thwe hién (1). O nhitng nhém dbi twong khac
nhau c6 ti & nhém mau hé ABO khac nhau, can thuc
hién thém nghién ctru xac dinh sy twong quan gitra
nhém mau va cac bénh ly suy than.

4.2. Pic diém HLA

Trong nghién ctru, cac alen HLA c6 tan suét cao
gdm A*02 (25,67%), A*11 (24,78%), B*15 (25,45%),
B*07 (10,76%), DRB1*12 (29,82%), DRB1*09
(12,78%), DQA1*01 (35,09%), DQA1*06 (24,55%),
DQB1*03 (50,90%) va DQB1*05 (27,02%). Qua
nghién ctru cho thdy khéng coé sw khac biét vé ti &
alen HLA gitta nhdm BNSTMCGT va nhém NHT. Ly
do NHT tai Bénh vién Cho Ray déu ¢ quan hé huyét
théng véi BNSTMCGT nén ti 1é gitra cac HLA c6 kha
néng sé twong ddéng nhau.

Nhiéu nghién ciru cho két qua twong dong voi
nghién ctru nay nhw nghién ctru L& Nguyén Vi, Bach
Nhat Nam cho két qua HLA chiém ti I& cao 1a A*02

(23,8%) va HLA-A*11 (35,4%), HLA-B*15 (29,5%),
DRB1*12 (39,6%) (4). Tac gid Hb Trung Hiéu va
cong sy nam 2019 trén 196 bénh nhan suy than
man giai doan cudi va 187 déi twong khée manh cho
két qua cac alen thuong gép & bénh nhan suy than
man giai doan cubi la A*02 (25,07%), A*11(20,05%),
B*15 (24,67%), B*46 (9,79%), DRB1*12 (25,20%),
DRB1*09 (9,14%) (7).

Mét sé nghién clru gan day cho thay cac haplotype
HLA c6 thé cé y nghia quan trong trong mién dich
hoc ghép tang. Theo Creary va cong sy (2021), sy
phan bd ctia cac haplotype HLA-A-B khac nhau gitra
cac quan thé va cé thé anh hwdng dén kha nang tim
kiém ngudi cho phu hop trong ghép tang (6).

4.3. T hop cac alen ctia HLA

Trong nghién ctru, cé mot sé té hop cac alen HLA
xuét hién v&i tan sb cao, trong d6 t6 hop A*11-B*15
(7,34%), DRB1*12-DQA1*06 (15,47%), DRB1*12-
DQB1*03 (21,36%), DQA1*01-DQB1*05 (18,05%)
la nhirng t6 hop chiém ti 1&é cao nhat. Mot sb nghién
ctvu gan day ciing ghi nhan sw phan bé twong tw cla
cac haplotype HLA I&p Il trong cac quan thé chau A.
Nghién ctru clia Creary va cong si (2021) trén quan
thé Trung Quédc cho thdy cac haplotype lién quan
dén DRB1*12 va DRB1*15 Ia nhitng t& hop phé bién
trong khu vuc Dong A (6). Phan tich dir liéu tir Allele
Frequency Net Database ciing ghi nhan ring cac
haplotype nhu DQA1*01-DQB1*05 va DQA1*03—
DQB1*03 c6 tan suat dang ké& & nhiéu quan thé chau
A, cho thay sy twong ddng vé cAu trac di truyén HLA
trong khu vurc (5).

V. KET LUAN

Qua nghién ctru khdo sat HLA va nhém mau
hé ABO—-Rh trén 235 bénh nhan suy thdn man cho
ghép than (136 nam, 99 ni¥) va 211 ngudi hién than
(89 nam, 122 ni¥) tai Bénh vién Cho Ray, co thé rut
ra mdt s két luan nhw sau:

Mot sb alen HLA c6 tan sut xuat hién cao & ddi
twong nghién cu, bao gE“)m HLA-A*02, HLA-A*11,
HLA-A*24, HLA-B*15, HLA-DRB1*12, HLA-
DQA1*01, HLA-DQA1*03, HLA-DQA1*06, HLA-
DQB1*03 va HLA-DQB1*05.

O nhém bénh nhan suy than man ch& ghép than,
ty 1& cac nhém mau ABO lan lwot 1a A (21,28%),
B (27,23%), AB (7,23%) va O (44,26%); 100% dbi
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twong c6 nhém mau Rh(+). &' nhém nguwoi hién than,
ty 1& cac nhom mau A, B, AB va O 1an luot 14 15,17%,
27,49%, 2,37% va 54,98%; nhdm mau Rh(+) chiém
99,05%, trong khi nhdm mau Rh(-) chiém 0,95%.

Cac tb hop alen HLA 16p | va 16p |l cé sy phan
bd da dang. Trong do, t6 hop HLA I16p | A*11-B*15
c6 tan suét cao nhét (7,34%). Béi véi HLA 16p I, cac
t6 hop DRB1*12-DQA1*06, DRB1*12-DQB1*03 va
DQA1*01-DQB1*05 c6 tan suét 1an lwot 1a 15,47%,
21,36% va 18,05%, cao hon so vé&i cac td hop khac.

KIEN NGHI

Thwc hién cac nghién cru quy mo Ién trén toan
quéc dé xay dung co s& dir liéu HLA dé phuc vu cho
chién lwoc tim kiém NHT va tbi wu xét nghiém tién
ghép tai bénh vién.
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