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KHAO SAT CAC KIEU TAI SAP XEP GEN IGH
TREN MAU HUYET TUGNG CHUA DNA TU DO (cfDNA)
CUA NGUOGI BENH U LYMPHO TE BAO B LGN LAN TOA

TOM TAT

Muc tiéu: Xac dinh cac kiéu tai sdp xép (TSX) gen IGH
don dong déc trng trén mau huyét twong chira DNA tw
do (cell-free DNA — cfDNA) & ngwdi bénh u lympho té bao
B 1&n lan téa (DLBCL).

Phwong phap nghién ctru: Nghién ctu mo ta cét
ngang trén 31 ngudi bénh DLBCL dwoc chan doan xac
dinh tai Bénh vién Truyén mau Huyét hoc TP.HCM ti thang
10/2024 dén thang 9/2025. Huyét twong dwoc tach tr mau
mau ngoai vi lay tai thdi diém chan doan, trwdc diéu tri, dé
ly trich cfDNA. TSX gen IGH dwoc khao sat bang Multiplex
F-PCR véi mdi déc hiéu vung VH (FR1/FR2/FR3)-JH va
dién di trén gel agarose 2%. Cac trwong hop c6 TSX dwoc
dién di mao quan dé xac dinh don dong hoac da dong; cac
trwdng hop don dong dwoc gidi trinh tw Sanger dé xac
dinh trinh tv VH-DH-JH dac trung.

Két qua: C6 22/31 trwdng hop (71%) cé TSX gen IGH
trén cfDNA khi khao sat ddng thdi ba viing VH (FR1/FR2/
FR3); 11/31 trwdng hop (35,5%) don dong trén dién di
mao quan va 10/31 trwong hop (32,2%) xac dinh dwoc
kiéu TSX VH-DH-JH déc trwng bang giai trinh tw Sanger.
Ho VH3 (50%) va VH4 (30%) chiém wu thé; DH6 (50%),
JH1 (30%), JH5 (30%) va JH6 (30%) c6 ty I& cao nhét.

Két luan: C6 thé phat hién TSX gen /GH don dong trén
huyét twong chtra cfDNA clia ngudi bénh DLBCL béng
Multiplex F-PCR két hop dién di mao quan va giai trinh ty
Sanger, budc dau chirng minh tinh kha thi va tiém nang
ctia cfDNA nhw diu &n phan tir hé tro chdn doan phan
biét va theo déi bénh ton Iwu téi thidu (MRD) sau didu tri &
nguwoi bénh DLBCL.

Ttr khod: U lympho té bao B I6n lan tda, tai sép xép
gen IGH, gidi trinh ty Sanger.
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SUMMARY
DETECTION OF CLONAL /GH GENE
REARRANGEMENT IN PLASMA CELL-FREE DNA
(cfDNA) IN PATIENTS WITH DIFFUSE LARGE B CELL
LYMPHOMA BY SANGER SEQUENCING

Objective: To identify monoclonal immunoglobulin
heavy chain (IGH) gene rearrangements in plasma cell-
free DNA (cfDNA) in patients with diffuse large B-cell
lymphoma (DLBCL).

Methods: A cross-sectional descriptive study of 31
patients diagnosed with DLBCL at the Blood Transfusion
Hematology Hospital, Ho Chi Minh City, from October 2024
to September 2025. Peripheral blood collected at diagnosis,
before treatment, was used for plasma separation and
cfDNA extraction. /IGH gene rearrangements were analyzed
by multiplex fluorescent PCR with primers targeting the VH
(FR1/FR2/FR3) and JH regions, followed by 2% agarose
gel electrophoresis. Positive samples underwent capillary
electrophoresis to determine clonality (monoclonal or
polyclonal), and monoclonal cases were analyzed by
Sanger sequencing to determine the characteristic VH—
DH-JH patterns.

Results: /GH gene rearrangements were detected
in 22/31 cases (71%) when all three VH regions (FR1/
FR2/FR3) were analyzed simultaneously, and capillary
electrophoresis identified monoclonal /GH rearrangements
in 11/31 cases (35.5%). Sanger sequencing characterized
specific  VH-DH-JH rearrangements in 10/31 cases
(32.2%); VH3 (50%) and VH4 (30%) were the predominant
VH families, while DH6 (50%), JH1 (30%), JH5 (30%), and
JH6 (30%) were the most frequent DH and JH segments.

Conclusions: Monoclonal /IGH gene rearrangements
can be detected in plasma cfDNA from patients with
DLBCL using multiplex F-PCR combined with capillary
electrophoresis and Sanger sequencing. These findings
suggest the feasibility and potential of cfDNA as a molecular
marker for supporting differential diagnosis and monitoring
minimal residual disease (MRD) after treatment in patients
with DLBCL.

Keywords: Diffuse large B-cell lymphoma, IGH gene
rearrangement, Sanger sequencing.
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I. DAT VAN PE

U lympho té bao B I&n lan téa (DLBCL) la bénh
ly 4c tinh phd bién trong nhém huyét hoc &c tinh,
d&c trwng bdi sw tang sinh don dong khong kiém
soat cla té bao lympho B, chiém khoang 30-40% u
lympho khéng Hodgkin (NHL) & ngwoi trwedng thanh.
Nguwoi bénh thwong co khdi u phat trién nhanh tai
hach hoac ngoai hach (1). Hién nay, mac du da coé
phac dd R-CHOP, van con khoang 40% nguoi bénh
tai phat/khang tri (2). Vi vay, viéc xac dinh cac d4u an
phan t& cé gia tri trong chan doan, tién lwong va theo
déi diéu tri 1a can thiét.

Trong qua trinh biét hoa té& bao lympho B, viing
V(D)J ctia gen IGH trai qua TSX, tao nén kiéu TSX
dé&c trwng cho tirvng dong té bao. &' cac bénh ly ting
sinh &c tinh dong lympho B, toan bd té bao u co6
ngudn gdc tlr mot té bao ac tinh ban dau nén mang
cung mot kiéu TSX gen IGH. Vi vay, TSX gen IGH
don dong cé thé 1a d&u &n phan tir d&c hiéu dé chan
doan phan biét tdng sinh dong té bao lympho lanh
tinh va &c tinh, tiém ndng &ng dung trong theo dbi
MRD & nguwoi bénh DLBCL (3).

Sinh thiét md van la tiéu chun vang trong chan
doan ung thw mé dac nhwng cé tinh xam lan va phan
anh khoéng day da tinh khéng déng nhét cia khoi
u (4). Gan day, sinh thiét 16ng dwa trén phan tich
cfDNA trong huyét twong hodc cac dich tiét ctia co
thé ndi 1&n nhw phwong phap it xam 1an, cung cap
chi d4u vé sw tdn tai clia té bao ac tinh va hiéu biét
mai vé tinh khéng déng nhét cla khéi u (4). O nguoi
bénh DLBCL, cfDNA c6 thé mang cac dac diém di
truyén cda t& bao u, gbm TSX gen IGH don dong,
gitip ch&n doan va theo dai diéu tri chinh xac hon (5).

Tai Viét Nam, da c6 mot s nghién ctru xac dinh
TSX gen IGH trén mau DNA tlr mé hoéc tly xwong
trong cac bénh ly huyét hoc ac tinh, nhung chua
c6 nghién ctru trén mau huyét twong chira cfDNA
& nguwoi bénh DLBCL. Do do, chung t6i thwc hién
nghién ctvu nham xac dinh cac kiéu TSX gen IGH
don dong, qua d6 danh gia tiém nang (rng dung
cfDNA nhw d4u &n phan ti trong hd tro' chan doan
va theo dbi diéu tri, dac biét 1a theo déi MRD.

Il. PHUONG PHAP NGHIEN CUU

Doéi twong nghién ciru: Ngudi bénh méi dwoc
chdn doan xac dinh DLBCL, chwa tiép nhan diéu
tri tai Bénh vién Truyén mau Huyét hoc tir thang
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10/2024 dén thang 9/2025.
2.1. Phwong phap nghién ciru:
Thiét ké nghién ctru: Nghién clru md ta cat ngang
Phuong phép tién hanh:

Thu thap mau mau ngoai vi: 10 mL mau ngoai
vi clia ngudi bénh DLBCL dworc lay vao chat chdng
dong EDTA, ly tam tach huyét twong trong vong 4
gi® sau khi thu thap va bao quan & -80°C.

Tach chiét cfDNA: cfDNA dwoc tach chiét tw
huyét twong béng bo kit AmoyDx® Circulating DNA
Kit theo hwéng dan cla nha san xuét. Nong dd va
dd tinh sach dwoc danh gia bidng may do quang phd
Ultrospec 5300 pro tai bwéc séng 260 nm va 280
nm, voi ty & OD260/280 trong khoang 1,8-2,0.

2.2. Thwc hién phan rng Multiplex F-PCR:
Céac vung VH (FR1, FR2, FR3) va JH cua gen IGH
duoc khuéch dai bdng Multiplex fluorescent PCR
(F-PCR) v&i mdi dac hiéu tham khao tir bd méi
chuan BIOMED-2 (Hinh 1), chia thanh ba éng phan
&ng VH-FR1, VH-FR2 va VH-FR3, mdi 6ng két hop
véi mdi JH consensus. M&i phan ¢ng dung 50 ng
cfDNA, thwc hién trén may luén nhiét theo chu ky
nhiét da tdi wu héa (6). S&n phdm dwoc dién di trén
gel agarose 2% va quan sat dwdi tia UV dé xac dinh
sy hién dién ctia TSX gen IGH.

VH DH JH

YH-FR1 primers  VH-FR2 primers
VH family primers

VH-FR3 primer‘s JH primer

IGH tube A 3
VHI-FR1 (1-2) (-252) GGCCTCAGTGAAGGTCTCCTGCAAG
VH2-FR1 (2-5) (-284) GTCTGGTCCTACGCTGGTGAAACCC
VH3-FR1 (3-7) (-256) CTGGGGGGTCCCTGAGACTCTCCTG
VH4-FR1 (4-4) (-256) CTTCGGAGACCCTGTCCCTCACCTG
VH5-FR1 (5-51)(-255) CGGGGAGTCTCTGAAGATCTCCTGT
VHB-FR1 (6-1) (-263) TCGCAGACCCTCTCACTCACCTGTG
IGH tube B
VH1-FR2 (1-2) (-192) CTGGGTGCGACAGGCCCCTGGACAA
VH2-FR2 (2-5) (-190) TGGATCCGTCAGCCCCCAGGGAAGG
VH3-FR2 (3-7) (-189) GGTCCGCCAGGCTCCAGGGAA
VH4-FR2 (4-4) (-188) TGGATCCGCCAGCCCCCAGGGAAGG
VH5-FR2 (5-51)(-190) GGGTGCGCCAGATGCCCGGGAAAGG
VHB-FR2 (6-1) (-194) TGGATCAGGCAGTCCCCATCGAGAG
VHT-FR2 (7)  (-192) TTGGGTGCGACAGGCCCCTGGACAA

IGH tube C

VH1-FR3 (1-2) (-55) TGGAGCTGAGCAGCCTGAGATCTGA
VH2-FR3 (2-5) (-54) CAATGACCAACATGGACCCTGTGGA
VH3-FR3 (3-7) (-57) TCTGCAAATGAACAGCCTGAGAGCC
VH4-FR3 (4-4) (48) GAGCTCTGTGACCGCCGCGGACACG
VH5-FR3 (5-51)(-69) CAGCACCGCCTACCTGCAGTGGAGC
VHB-FR3 (6-1) (-63) GTTCTCCCTGCAGCTGAACTCTGTG
VHT-FR3 (7) (-69) CAGCACGGCATATCTGCAGATCAG

2 . IGH tubes A, B, and C
CCAGTGGCAGAGGAGTCCATTC  (+57) JH consensus

Hinh 1: Vj tri thiét ké cac doan mdi khao sét cac
kiéu TSX gen IGH (7)

2.3. bien di mao quan san pham F-PCR:
San pham F-PCR dwoc pha lodng (1:10) vé&i nwéc
Nanopure, trén v&i Hi-Di formamide va ILS500, bién
tinh & 96°C trong 3 phut, 1am lanh nhanh réi dién di
trén hé thdng ABI 3500 Genetic Analyzer (polymer
POP-7, capillary 50 cm). Két qua dwoc phan tich



TAP CHi Y HOC VIET NAM TAP 567 - THANG 10 - SO 1 - NAM 2026

b&ng phdn mém GeneMapper® dé xac dinh TSX gen
IGH don dong hay da dong, kich thuwéc san pham va
cwdng do tin hiéu huynh quang theo chiéu cao dinh
séng tai vi tri muc tiéu. Mau dwoc xem 1a don dong
néu chiéu cao dinh séng tai vi tri twong &ng vé&i kich
thwdc s&n phdm F-PCR cula kiéu TSX khao sat cao
hon 2,5 Ian so v&i cac dinh tin hiéu nén (6).

2.4. Giai trinh tw Sanger: Cac mau c6 TSX gen

mdi dac hiéu khéng gan huynh quang; san pham
dwoc dién di kiém tra, tinh sach va gidi trinh tw trén
hé théng ABI 3500 Genetic Analyzer. Trinh tw dwoc
phan tich bdng phdn mém CLC Main Workbench va
dbi chiéu voi co sé di lieu IMGT/V-QUEST dé xac
dinh kidu TSX VH-DH-JH. L&n gidi trinh tw the nhét
dung méi nguoc JH dé xac dinh kiéu VH; 1an the hai
duing mdi xudi VH twong &ng, gitp thu dwoc day da

IGH don dong duoc khuéch dai lai bang PCR voi  Kieu TSX VH-DH-JH.

ll. KET QUA NGHIEN cUU
3.1. Pic diém lam sang va sinh hoc

Bang 1: Pdc diém Idm sang va sinh hoc

Dic diém Ngw&i bénh (n = 31) Ty Ié
Tuéi ltc chan doan (tudi) 57 (29-82)
Nam 10 32,26%
Gid¢i tinh
N 21 67,74%
Hach cd, vom hong, nach, ben, tdy xwong,
sz - tiy séng, da day, trung that, nao, lach,
Vitriton thuong (vi tri) héng trang, dai trang, 6 bung, phdi, tuyén
thwong than, tii mat, héc mai, amidan

Thiéu mau (Hb < 10g/dL) 12 38,7%

Binh thwdng 15 48,3%

Tay doé Hién twong thuc bao 6 19,4%
Té& bao lympho &ac tinh tham nhiém tay 10 32,3%

Tang (> 240 U/L) 20 64,5%

LDH

Binh thuwdng 1" 35,5%

Bota2. Tang (= 3 mglL) 13 41,9%
microglobulin Binh thuong 18 58%
| 9 29%

1l 4 12,9%

Giai doan bénh

1] 3 9,7%
\ 15 48,4%

Nghién ctru gdbm 31 ngudi bénh DLBCL, tudi trung binh Itc chan doan l1a 57 tudi (29-82), niv chiém wu
thé (21 trwong hop, 67,74%; nam 10 trwéng hop, 32,26%). Vi tri tn thwong da dang, gdm cé hach va ngoai
hach (Bang 1). Thiéu mau (Hb < 10 g/dL) gap & 12/31 trwdng hop (38,7%). Tly dd binh thweng & 15 trwdng
hop (48,3%), co hién twong thuwc bao & 6 (19,4%) va tham nhiém té bao lympho ac tinh & 10 (32,3%). LDH
tang (> 240 U/L) & 20/31 trwérng hop (64,5%) va beta-2 microglobulin tang (= 3 mg/L) & 13/31 (41,9%). Phan
I&n ngwoi bénh duwoc chan doan & giai doan tién trién, trong dé giai doan IV chiém cao nhat (15/31, 48,4%).
Céc giai doan I, Il, 1l 1an lwot chiém 29%, 12,9% va 9,7%.
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3.2. Dic diém cfDNA thu nhan tir huyét twong

Noéng dd cfDNA trong huyét twong dao déng tir 6,65 dén 270,5 ng/uL, véi ty 1& OD 260/280 chii yéu trong
khoang 1,8-2,0, cho thdy cfDNA cé dd tinh sach tét va phu hop cho PCR va giéi trinh tu Sanger.

Ty 1é biéu hién TSX gen IGH (dién di san pham Multiplex F-PCR trén thach agarose 2%)

~ 400bp
~ 300bp
i

200bp
~ 100bp

(a) (b) (c)

Hinh 2. Két qua dién di sén phdm Multiplex F-PCR khéo sét céc kiéu TSX gen IGH trén gel agarose 2%
VGi (a) t6 hop mbi FR1; (b) t6 hop mdi FR2; (c) t6 hop mbi FR3.

(1, 2, 3: mau NB, P: chirng dwong, N: chirng &m, L: thang 100bp)
Bang 2: Ti Ié biéu hién TSX gen IGH (dién di sén phdm PCR trén agarose 2%)

Mau cfDNA (n=31)
Vung gen VH khao sat -
S6 ca c6 biéu hién TSX gen IGH Ty lé
VH (FR1) 10 10/31 (32,3%)
VH (FR1/2) 1 11/31 (35,5%)
VH (FR1/2/3) 22 22/31 (71%)

Chung ti khao sat 1an lwot cac viung VH (FR1/FR2/FR3) va JH cla gen IGH. Véi td hop méi VH(FR1)—
JH, 10/31 trwdng hop (32,3%) c6 TSX gen IGH; thém ving VH (FR2), con sb tang 1én 11/31 (35,5%); khi khdo
sat déng thdi ca ba vung VH (FR1/FR2/FR3), c6 22/31 trwdng hop (71%) c6 TSX gen IGH.

Ty lé biéu hién TSX gen IGH don dong (dién di mao quan)

i
i

(I
i

A L“M MMM . :

Hinh 3. Két qua dién di mao quén ctia mét truong hop cé kiéu TSX gen IGH da dong (a)
va mét trwvong hop c6 TSX gen IGH don dong (b)

e L
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Bang 3: Ti Ié biéu hién TSX gen IGH don dong (két qua dién di mao quén)

Viing gen M3u cfDNA (n=31)
VH khao sat 6 ca c6 bidu hién kidu TSX gen IGH don dong Ty 16
VH (FR1) 7 7/31 (22,6%)
VH (FR1/2) 8 8/31 (25,8%)
VH (FR1/2/3) 1 11/31 (35,5%)

Dién di mao quan cho thay 7/31 trudng hop (22,6%) c6 TSX gen IGH don dong khi khao sat vung VH
(FR1); thém vung VH (FR2), con s6 téng lén 8/31 (25,8%); khi khao sat déng thdi ca ba vung VH (FR1/FR2/
FR3), c6 11/31 trwong hop (35,5%) don dong.

Xac dinh kiéu TSX gen IGH don dong (giai trinh tw Sanger).

Bang 4. Céac kiéu TSX gen IGH don dong (gidi trinh tw Sanger).

STT Ma nghién ctru Vung gen VH Két qua dién di mao quan Kiéu TSX gen IGH
1 NB1 FR3 Mono/ 123,8 bp VH3-20/DH4-17/JH5
2 NB2 FR1 Mono/ 346,7 bp VH3-21/DH6-19/JH6
3 NB6 FR1 Mono/ 343,4 bp VH4-34/DH6-13/JH3
4 NB7 FR2 Mono/ 287,3 bp VH3-7/DH6-13/JH6
5 NB19 FR3 Mono/ 105,2 bp VH4-34/D6-19/JH5
6 NB22 FR1 Mono/ 324,9 bp VH1-3/DH3-3/JH5
7 NB23 FR1 Mono/ 305,3 bp VH3-7/DH5-12/JH1
8 NB24 FR1 Mono/ 317,6 bp VH3-23/DH5-12/JH1
9 NB28 FR1 Mono/ 335 bp VH4-34/DH6-13/JH1
10 NB39 FR1 Mono/ 343,5 bp VH5-51/DH5-18/JH6
11 NB42 FR3 Mono-in-poly/ 125,1 bp g X e kiéu TSX

(*) Mono-in-poly la sw hién dién ctia mot kiéu TSX gen IGH don dong wu thé trén nén da dong nén phan
mém IMGT/V-QUEST cé6 thé khéng xéac dinh duoc kiéu TSX gen IGH (8).

Cac trrong hop c6 TSX gen IGH don dong dwoc gidi trinh tw Sanger: 10/31 trwdng hop (32,3%) xac dinh
dworc kiéu TSX véi td hop VH-DH-JH dac trung, 01 mau cfDNA khéng xac dinh dwoc. Kich thuwéc san pham
PCR tir 105,2 dén 346,7 bp, twong &ng cac vung FR1, FR2 va FR3. Vung VH chi yéu gém VH1, VH3, VH4
va VH5, trong d6 VH3 cao nhat (50%); vang DH gdm DH3, DH4, DH5, DH6, trong d6 DH6 cao nhéat (50%);
vung JH gébm JH1, JH3, JH5, JH6.

Béng 5. Bang ty Ié céc kiéu VH-DH-JH trong TSX gen IGH don dong

Vung gen IGH Sé ca Ty 1& (%)
VH1 110 10
VH3 5/10 50
VH
VH4 3/10 30
VH5 1/10 10
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Vung gen IGH Sé ca Ty & (%)
DH3 1/10 10
DH4 1/10 10
DH
DH5 3/10 30
DH6 5/10 50
JH1 3/10 30
JH3 1/10 10
JH
JH5 3/10 30
JH6 3/10 30
IV. BAN LUAN wu thé (50%) va VH4 chiém 30%; & viing DH va

Nghién ctu khado sat cac kiéu TSX gen IGH
trén mau huyét twong chira cfDNA ctia ngudi bénh
DLBCL nham danh gia tiém ndng (rng dung cla
cfDNA nhw d4u &n phan t& hd tro chdn doan, theo
déi diéu tri, d4c biét 1a MRD. Két qua ghi nhan 22/31
treong hop (71%) c6 TSX gen IGH khi khdo sat
dodng thai ba ving VH, trong d6 11/31 (35,5%) don
dong va 10/31 (32,2%) xac dinh dwoc kidu TSX VH-
DH-JH dac trwng.

Khao sat ddng thoi ba viing VH (FR1/FR2/FR3)
gilp tdng dang ké ty I& phat hién TSX gen IGH, tir
32,3% khi chi khdo sat VH-FR1 lén 71%. O ngudi
bénh DLBCL, siéu dot bién soma dién ra manh tai
vung VH, dac biét & cac vung VH-FR, cé thé lam
thay ddi vi tri gdn moi va gay am tinh gid néu chi
khao sat mét vung VH; do dé két hop ba vung VH
lam tang kha nang phat hién TSX gen /IGH va dong
té bao 4c tinh.

Tuy nhién, ty I1é phat hién TSX gen /IGH don dong
trong nghién ctru (35,5%) thdp hon mot sd nghién
cru trwdc day; Zhong va cong sw (2010), dung
semi-nested PCR khao sat vung CDRIII cla gen
IGH, ghi nhan ty 1& 1&n t&i 88% trén mau cfDNA cla
bénh nhan DLBCL (9). Su khéac biét nay cé thé do
c& mau con han ché, khac biét vé déi twong nghién
cru va phuwong phap ky thuat. Ngoai ra, chung toi
chwa khao sat vung DH cuia gen /GH, la vung it chju
anh hwéng cla siéu dot bién soma, nén co6 thé lam
gidm kha nang phat hién; néng d6 thap va tinh phan
manh cta cfDNA ciing anh hwéng dén hiéu qua cla
phan (rng PCR.

Két qua giai trinh tw Sanger cho thay VH cha yéu
gdm VH1, VH3, VH4 va VH5, trong d6 VH3 chiém
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JH, céc kiéu DH6 (50%), JH1 (30%), JH5 (30%) va
JH6 (30%) cé ty 1& cao. Ty I& nay phu hop v&i dac
diém TSX gen IGH trong cac bénh ly tang sinh dong
lympho B da dwoc bao cao (10).

Chung t6i cling ghi nhan mét trwong hop khdng
xac dinh dworc kiéu TSX gen IGH v&i két qua dién di
mao quan “mono-in-poly”: di c6 mét dinh wu thé trén
nén da dong, két qua giai trinh tw Sanger xuét hién
nhiéu séng chéng l4ap, phan anh sy tdn tai ddng thoi
ctia nhiéu mach khuén DNA khac nhau nén khéng
dat tiéu chuén phan tich badng IMGT/V-QUEST. Diéu
nay phan anh han ché cla giai trinh tw Sanger dbi
véi mau co nén DNA phre tap.

V& mbi lien hé gitra khd ndng phat hién TSX
gen IGH don dong trén cfDNA véi ganh nang khéi
u, trong 31 ngudi bénh DLBCL, giai doan IV chiém
ty 1& cao nhat (48,4%), LDH tang & 64,5% va B2-
microglobulin ting & 41,9%, cho thay ty 1& dang ké
ngwdi bénh & giai doan tién trién hodc cé chi dau
sinh hoc lién quan dén ganh nang khéi u. Theo y
van, khdi u Ién hodc phan bd nhiéu vi tri cé thé 1am
tang lwong cfDNA phéng thich vao tuan hoan, gop
phan nang cao kha nang phat hién d4u an phan to
trong huyét twong (4). Tuy nhién, méi lién hé gitra
kha nang phat hién TSX gen IGH don dong va tirng
dac diém lam sang, sinh hoc chua dwoc danh gia
trwe tiép trong nghién clru nay va can duoc lam ré
trong cac nghién ctvu tiép theo.

V. KET LUAN

Két qua nghién cru khang dinh Multiplex F-PCR
két hop dién di mao quan va giai trinh tw Sanger cé
thé phat hién TSX gen IGH don dong trén mau huyét
twong chiva cfDNA clia nguwdi bénh DLBCL, cho thay
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cfDNA 1a ngudn vat liéu c6 gia tri, phan anh dac diém
di truyén cla té bao ac tinh. Viéc xac dinh TSX gen
IGH don dong trén cfDNA c6 tiém nang &ng dung
trong hd tro chan doan phan biét ting sinh dong té
bao lympho lanh tinh va ac tinh cling nhw theo doi
dap (rng diéu tri. Can cé cac nghién ctru v&i c& mau
I&n hon va k§ thuat nhay hon dé nang cao hiéu qua
phat hién va gia tri ’ng dung lam sang.

LI CAM ON

Nhom nghién ctru xin cdm on Ban Giam déc, Ban
Phu trach va ky thuat vién Khoa Di truyén hoc phan
ttr, Bé&nh vién Truyén mau Huyét hoc da tao diéu kién
cho nghién ctru. Nghién ctru khéng nhan tai tro t td
chtrc nao.
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