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XAC PINH POT BIEN GEN KCND3 VA HCN4 PIEU KHIEN KENH
DAN TRUYEN K+ O BENH NHAN MAC HOI CHU’'NG BRUGADA

Lwong Ta Huy!, Pham Lé Anh Tuén?, Tran Van Khanh?

TOM TAT

Bugc mo ta lan dau ndm 1992, hdi chitng Brugada
(BrS) cd ty 1€ cao ¢ Chau A, ddc biét khu vuc Béng
Nam A (5-14/1.000), trong do co6 Viét Nam. La
nguyén nhan gay ra 4 - 12% céi chét dot tr do tim &
nam giéi dudi 40 tudi. Nguyen nhan ch|nh do dot bién
cac gen ma hoa Jprotein kénh dién &p, cho dén nay
hon 300 blen thé gay bénh & 19 gen khac nhau da
dugc bao cdo. Trong do gen KCND3 va HCN4 dong
mot vai tro rat quan trong trong viéc biéu hién benh
thong qua tac dong diéu khién kenh K*, la nguyen
nhan truc t|ep anh hudng dén qua trinh ta| cuc cla
tim. Muc tiéu xac dinh dot bié€n gen trén 2 gen KCND3
va HCN4, D6i ‘tugng va phuong phap: 30 bénh nhan
dugc chan doan mac hdi chimng Brugada tai Vién Tim
mach Viét Nam dudc tién hanh giai trinh tu gen béng
phuong phdp Sanger. K&t qua: nghién clfu xac dinh
dugc 3/30 bénh nhan c6 dot bién, gen KCND3 chiém
6,7% (2/30), gen HCN4 chiém 3,3% (1/30), 100% dét
bién la thay thé nucleotid va chua tirng dugc cong bo
trudc day.

Tur khoa: Brugada, HCN4, KCND3

SUMMARY
IDENTIFICATION OF MUTATION IN THE
KCND3 AND HCN4 GENES CONTROLLING
K+ CHANNELS IN PATIENTS WITH
BRUGADA SYNDROME

First described in 1992, Brugada syndrome (BrS)
has a high prevalence in Asia, especially in Southeast
Asia (5-14/1,000), including Vietnam. It is responsible
for 4 to 12% of sudden cardiac death in men under 40
years of age. Caused primarily by mutations in genes
encoding voltage-channel proteins, more than 300
pathogenic variants in 19 different genes have been
reported to date. In which, KCND3 and HCN4 genes
play a very important role in disease expression
through controlling the K+ channel, which is the direct
cause of cardiac repolarization. The objective was to
identify genetic mutations on 2 genes KCND3 and
HCN4. Subjects and methods: 30 patients diagnosed
with Brugada syndrome at the Vietnam Heart Institute
were sequenced by Sanger method. Results: the study
identified 3/30 patients with mutations, the KCND3
gene accounted for 6.7% (2/30), the HCN4 gene
accounted for 3.3% (1/30), 100% of the mutations
were replacements nucleotides and has never been
published before.
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I. DAT VAN DE

BrS la hoi chiing co tinh di truyén, dac trung
bdi tinh trang rdi loan tai cuc bi€u hién trén dién
tdm do (ECG), dang block nhanh phai, ST chénh
>2 mm & cac chuyén dao trudc tim phai, déng
thai kém theo gia tdng nguy cd ngdt va dot tar.
Tan sudt mac BrS trén toan thé gidi khoang 5/10
000 dan, ty Ié cao hon nhiéu ¢ Chau A, dic biet
khu vuc Pong Nam A khoang 5- 14/100023 Cac
qudc gia bdo cdo cé nhiéu ca bénh nhét phai ké
d€ nhu Thai Lan, Philippin va Nhat Ban. Tan suat
mac bénh & nam gidi cao gap 8 dén 10 lan nit
gidi, du tinh trang di truyen gen bénh khong lién
quan dén nhiém sic thé g|d| tinh*,

V& nguyén nhan, BrS c6 thé do truong luc hé
than kinh thuc vét“, nghién cocaine®, st dung
thuéc hudng tam than® nhung nguyén nhan
chinh la do di truyén. Cho dén nay han 300 bién
thé gdy bénh & 19 gen khac nhau da dugc bao
cdo. Bat chap nhu’ng phat trién dang dién ra
trong viéc tim hi€u vé nguyén nhan di truyén cua
Brs, chi 30% - 35% cac ca bénh dugc chan doan
ldm sang dugc chan doan di truyén 5. CO rét
nhiéu gia thuyét dugc dua ra dé ndi vé cd ché
bénh sinh cta BrS, ching khdng chi c6 tac dong
riéng I€ ma con phdi hgp clia mot hay nhiéu yéu
td d€ bi€u hién ki€u hinh cla hdi ching. Song
chiing déu dugc xoay quanh va lién quan dén roi
loan hoat dong cua cac kénh ion, lam thay doi
dong ion trao d6i qua mang t& bao, dan dén thay
d6i chu ky dién thé hoat dong cua co tim. Kénh
jon c6 anh hudng truc ti€p dén BrS gom Na*, K*
va Ca*. Trong do, kénh ion K* déng mot vai trd
rat quan trong trong viéc truc ti€p anh hudng
dén qua trinh tai cuc cla tim. Gen KCND3¢ va
HCN4’®% la mét trong s8 cac gen diéu khién
kénh ion K* ¢4 dot bién phS bién nhat trong
nhom gen diéu khlen kénh ion K*. Gen KCND3
ndm trén nhanh ng3n nhiém sic thé s§ 1, bing
13, bang phu 2 (1p13.2), gém 8 exon8 va gen
HCN4 n3m trén nhanh dai nhiém sic thé s6 15,
bang 24, bang phu 1 (15g24.1), gobm 8 exon’.
Theo nghién cllu mdi nhat cua Gourraud JB
(2017) thi ty Ié dot bién & cac gen KCND3, HCN4
déu <1%.

Tai Viét Nam cac cong trinh nghién clru cha
yéu khai thac khia canh lam sang, mot so it
nghién cfu vé gen lai tap trung vao kénh Na* ho
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SCN ( 5a, 5b, 1a, 1b) cd tan sudt phd bién nhat.
Tuy nhién vai trd trong bi€u hién kiéu hinh BrS
cta kénh K* la rat quan trong .Viéc xac dinh dot
biét gilp chan dodn sdm bénh, gilp giam nguy
cd dot tir khéng bao trudc & ngudi bénh, phat
hién ngudi lanh mang bénh dé cd cac tu van di
truyén sém cho ngudi bénh. Vi vay chdng toi
thuc hién nghién citu véi muc tiéu “Phat hién
dot bién gen KCND3 va HCN4 trén bénh nhéan
dudc chadn dodn mdc hdi chliing Brugada bang
phuong phap gidi trinh tu gen Sanger”.

II. DOl TUQONG VA PHUONG PHAP NGHIEN CU'U

2.1. Poi tugng nghién ciru

Tiéu chuén lua chon: 30 bénh nhan dugc
dugc chan doan mac Hdi chirng Brugada tai Vién
Tim mach Viét Nam. Bénh nhan dugc chin doan
méc héi chiing Brugada dua trén tiéu chuén
chan doén ctia Hoi nhip Tim Chau Au'l.

Tiéu chuén loai tra: Bénh nhan chi cd ECG
dang Brugada hodc cac bénh ly khac c6 ECG
tuong tu Brugada (nh6i mau cg tim, con dau
nguc do co thdt mach vanh...).

2.2. Phucng phap nghién ciru

Thiét ké nghién ciru. Nghién clru mé ta cat
ngang.

Thoi gian nghién cuau. T thang 05 nam
2021 dén 07 ndm 2022.

Dia diém nghién ciru. Xét nghiém xac dinh
dot bién gen KCND3, va HCN4 dudc thuc hién tai
Trung tam nghién ctfu Gen — Protein Trudng Pai
hoc Y Ha Noi.

2.3. Cac quy trinh ap dung _

Phuong phdp thu mau: 1y mau thuan tién
2ml mau toan phan bénh nhén dugc chin doan
médc Brugada dung trong 6ng chdng déng EDTA.

Phuong phap tiach chiét DNA: DNA tong
s6 dugc tach chiét tor mau toan phan theo kit
cla hang Promega (USA). Tat cad cac mau sau
tach chiét dugc do do tinh sach bang may quang
phG Nanodrop. Chi nhitng mau cé ty s6
A260/A280 = 1,8 mdi dat yéu cau vé do tinh
sach va dugc st dung dé€ phan tich gen.

Phuong phap PCR: SU dung cac cap moi dac
hiéu clia tiing exo dé khuéch dai toan bd cac gen
nghién ctu (KCND3 va HCN4). Trinh tu moi dugc
thiét k€ trén hé théng Primer3 (v.0.4.0). Thanh
phan phan (ing PCR: téng thé tich 10pl gém: 2l
DNA, 1pl primer (F/R), 5ul Gottaq 2x, 2ul nudc cat.
Chu trinh nhiét cda phan (ng: 95°C/5 pht,
(95°C/30 gidy, 58 °C/30 gidy, 72 °C/30 gidy) x 35 chu
ky, 72°C/5 pht, gitr & 15 °C.

Phuong phap dién di: San phdm PCR dugc
dién di trén gel agarose 1,5%,100v trong 30 pht.

Phuong phap giai trinh tu’ gen: Quy trinh
dugc thuc hién theo hudng dan cha bo kit
BigDye™Terminator3.1 Cycle Sequencing Kit
(ABI -M§). San phdm PCR giai trinh tu gen sau
khéch dai dugc tinh sach va dién di trén hé
thong ABI -3500 Genetic Analyzer.

2.4. Xtr ly soO liéu: Két qua dot bién dugc
phan tich bdng phan mém CLC Main Workbench
6.0 (Qiagen, Buc) va dugc so sanh vdi dir liéu
trinh tu chuan tir NCBI Genebank.

2.4. Pao dic trong nghién clru. Nghién
cru tuan thu tuyét doi cac quy dinh vé dao dic
trong nghién cru y sinh. Dé tai dugc théng qua
hoi dong dao duc cia Trudng Dai hoc Y Ha Noi
tai quyét dinh s§ 48/HDDPDHYHN, ngay 12
thang 01 nédm 2017. Bénh nhan hoan toan tu
nguyén tham gia vao nghién clru va hoan toan
6 thé rat khoi nghién cltu khi bénh nhan khdng
dong vy tiép tuc tham gia. Bénh nhan dugc thong
bdo két qua xét nghiém gen dé gilp cho céc bac
sy tu van di truyén hoac lua chon phac do6 diéu
tri phu hgp. Cac théng tin cd nhan cla bénh
nhan hoan toan dugc dam bao bi mat.

INl. KET QUA NGHIEN CU'U
3.1. Pic di€ém chung nhém nghién ciru
Bang 1: Bac diém chung nhom nghién ciu

Pac diém n %
Nam 27 90
Gici NG 3 10
Tudi trung binh 46,4 + 10,5
Khoang tudi 32-72

P3c diém nhom nghién cliu ching t6i gom
30 bénh nhan véi 27 bénh nhan nam chiém 90%
vugt troi so véi chi 3 bénh nhan nit chiém 10%.
Bénh nhan I8n tudi nhat tham gia nghién clu Ia
72 tudi, va bénh nhan nhd tudi nhat la 32 tudi.
Vi tudi trung binh 13 46,4 + 10,5.

3.2. Két qua khéch dai gen. Bing phan
ng PCR s dung 8 cap moi dac hiéu cho cac
exon gen KCND3, két qua khuéch dai exon 8,
gen KCND3 cla 30 bénh nhan nghién cllu dugc
minh hoa & hinh 1

MK (+) Br01 Br02 Br03 Br04 Br05 Br06 Br07 Br08 Br09 Bri0 (-)

400bp
300bp
200bp
100bp

Hinh 1: Két qua dién di sén phdm PCR exon
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8 cua 30 bénh nhan tham gia nghién cuu

MK: Maker 1kb; (+) chung duong; Br01 —Br10
méa bénh nhan nghién cuu; (-) chung dm

Két qua dién di trén gel agarose 1,5% cho
thay két qua dién di thu dugc la mot bang sang
duy nhat, ro nét, kich thudc 389bp trung vdi
chirng duang va dung vdi kich thudc moi khuéch
dai exon 8 gen KCND3. Chirng am khéng Ién
chirng t0 khong bi nhiem DNA ngoai lai. San
phdm PCR dam bao chét lugng giai trinh tu gen

phat hién dot bién. Tuong tu cac exon con lai
cla gen KCND3 va gen HCN4 ciing cho két qua
tudng tu.

3.3. Két qua giai trinh tu gen. Ca 30 bénh
nhan nghién cfu dugc xac dinh dot bién trén 3 gen
KCND3, HCN4 bang phudang phap giai trinh tu gen
Sanger. Két qua thu dugc phat hién 3 bénh nhan
c6 dot bién vdi 3 loai khac nhau va xuat hién trén 2
gen KCND3 va HCN4. Thdng tin bénh nhan va cac
dot bién dugc trinh bay trong bang 2.

Bang 2: Pac diém théng tin bénh nhan va dét bién

STT | M3 sd | Gidi | Tudi | Vitri gen/exon Pot bién Atﬂgyaggr Lot?ilé'ﬂgt
1 Br10 Nam 36 KCND3; Exon 4 c.1370C>T p.Thr457Met Di hgp tor
2 Br26 Nam 72 KCND3; Exon 8 c.1882G>A p.Glu628Lys Di hgp tor
3 Br27 Nam 32 HCN4; Exon 8 C.2716G>A P.Gly906Arg Di hgp tor

So sanh két qua giai trinh tu’ gen cua 30 bénh nhéan va trinh tu’ chuén trén Genebank thu dugc di
liéu 3 dot bién & bang 2. Tim kiém dir liéu trén Clinvar thi cac dot bién nay la dot bién mdi, chua tiing
dugc cong bo trudc day. 100% bénh nhan la nam véi dot bién thay thé nucleotid.

l c. 1370

1 c. 1370 C>T

E L T E L M

Nawoi binh thwdna

Ma bénh nhan BrS 10

Hinh 2: Két qua doét bién gen KCND23 tai exon 4 tai vi tri c.1370C>T (p.Thr457Met)
E: Glutamate; L: Leucine; T: Threonin; M: Methionine

_Tin_hiéu cac dinh 1én rd rang, khéng bi
nhiéu. O vi tri ¢.1370 cla ngudi binh thuGng co 1
dinh tin hiéu duy nhat, tudng (ng nucleotid C, &
bénh nhan BrS 10 c6 2 dinh tin hiéu trung nhau
tuong Ung la nucleotid C va T. Chiing t6 dét bién
tai vi tri ¢.1370C>T dan dén thay déi bd ba ACG
ma hda acid amin Threonin thanh bé ba ATG ma
hoa acid amin Methionine.

lc.1882

E 6 E § R E 6 K § R

N Y SR

Mé bénh nhén BrS 26

l c.1882G>A

Nguoi binh thugng

Hinh 3: Két qua dét bién gen KCND3 tai
exon 8 tai vj tri c.1882G>A (p.Glu628Lys)
E: Glutamate; G: Glycine; K: Lysine; S:
Serine; R: Arginine
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_Tin_hiéu cac dinh 1én rd rang, khong bi
nhiéu. O vi tri ¢.1882 cla ngugdi binh thuGng co 1
dinh tin hiéu duy nhat, tuong (ng nucleotid G &
bénh nhan BrS 26 c6 2 dinh tin hiéu tring nhau
tuong Ung la nucleotid G va A. Ching t6 dét bién
tai vi tri c.1370G>A dan dén thay ddi bd ba GAA
ma hda acid amin Glutamate thanh b0 ba AAA
ma hda acid amin Lysine.

‘ c.2716

ATAGCCGGGTTTGGC ATAGCCAGGTTTGGC
Il A 6 F 6 | AR F G

Lottty ool

Nguoi binh thuong Ma bénh nhan BrS 27

Hinh 4: Két qua dot bién gen HCN4 tai exon
8 tai vi tri c.2716G>A (p.Gly906Arg)
I: Isoleucine; A: Alanine; G: Glycine;, F:
Phenylalanine; R: Arginine

l c.2116 G>A
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Tin_hiéu cac dinh 1én 6 rang, khong bi
nhiéu. O vi tri c.2716 ctia ngudi binh thudng c6 1
dinh tin hiéu duy nhét, tugng (ng nucleotid G &
bénh nhan BrS 27 c6 2 dinh tin hiéu trung nhau
tuagng (ing la nucleotid G va A. Chu’ng td dot bién
tai vj tri c.2716G>A dan dén thay doi bd ba GGG
ma hda acid amin Glycine thanh bd ba AGG ma
héa acid amin Arginine.

IV. BAN LUAN

Nghlen citu dugc tién hanh trén 30 bénh nhan
dugc chan doan mac Brugada theo tiéu chuan cla
Hdi nhip Tim Chau Au. Vi d6 tudi trung binh 46,4
tudi, dao dong trong khoang 32 — 72 tudi va ty 1&
nam cao gap 9 lan nir. Theo bdo cdo cla
Gourraud JB (ndm 2017)° d6 tudi trung binh mac
héi chirng Brugada a < 45 tudi, véi ty 1& nam gép
8 lan nir mac du khong c6 phat hién di truyén lién
k&t véi gidi tinh. Giai thich cho su’ khac biét vé tudi
trung binh, cling nhu ty I&é nam nit trong nhém
nghién clu chung toi so v6i Gourraud JB xuat
phat tUr hai y&u t6 sau: mot c§ mau nghién clu
cta ching t6i nho chi 30 bénh nhan, hai la quan
niém kham sic khde dinh ky cua ngLr(‘ji dan Viét
Nam con han ché, ma bénh thudng phat hién
thong qua kham suc khoe dinh ky.

Nghién clu xac dinh dugc 2/30 bénh nhéan
c6 dot bi€n trén gen KCND3 (chiém 6,7%). 2/2
dot bién la thay thé nucleotid dang di hop tur
(chiém 100%), 2 doét bién déu chua tirng dugc
c6ng bd trén ngan hang dir liéu, nhung déu dugc
danh gid cé kha nang cao anh hudng dén su
biéu hién ki€u hinh cta héi chirng Brugada. Cu
thé, véi dot bién c.1370C>T trén exon 4, cla
gen KCND3 d& bién ddi acid amin th( 457 tur
Threonin thanh Methionine. V& tinh chat,
Threonin la acid amin phan cuc, khdng mang
dién, chudi bén chfa mét goc -OH tha cap
(carbon mang nhém hydroxyl gan vao 2 nguyén
tr carbon) do d6 nd dugdc ddc trung nhu mot
acid amin ua nudc. Ngoai ra vi tri cla cla
Threonin trong cac phan tu proteln thudng la nai
dién ra céc stta d6i sau dich ma. Threonin dugc
thay th€ bang Methionine |a acid amin khdng
phan cuc, ky nudc va chudi bén la mot goc cd
chra luu huynh. Su thay déi nay da lam bién doi
hoan toan cdu trdc khong gian cta gen tai vi tri
dot bién va dugc danh gid cé kha nang gay bénh
BrS. V&i dot bién th& 2 trén gen KCND3 la
c.1882G>A, tai exon 8, lam bién ddi acid amin
th(r 628 Glutamic thanh Lysine. P3c diém cla
acid Glutamic la acid amin tich dién am, c¢ chira
2 nhém -COOH (1 nhom carboxyl & chuoi bén)
nén co tinh acid. Khi dugc thay thé bang acid

amin Lysine tich dién ducong,chifa 2 nhdm amin-
NHz. Su thay d6i nay dan dén bién ddi cau tric
khéng gian ctiia gen KCND3 tai vi tri dot bién va
cling dugc danh gia cé kha nang gay nén BrS.

Ngoai ra nghién clru con phat hién ra 1/30
bénh nhan cd dot bién trén gen HCN4, vdi gidi
tinh 13 nam va ki€u d6t bién la thay thé
nucleotid. Cu thé&, dot bién c.2716G>A xuét hién
trén exon 8 lam bién déi acid amin 906 tir Glycin
thanh Arginine. Acid amin Glycin la acid amin
don gian nhat khong cé chira nhém chirc & chuoi
bén thay vao dé chi cd6 mét nguyén ti hydro,
khdng phan cuc, ky nudc cb vai trd trong 6n
dinh va bao vé hé than kinh!6, Mat khac acid
amin Arginine lai phan cuc, tich dién dudng, ua
nudc cau tao phan tor c6 nhdm guanidine
HNC(NH>)2 néi v&i khung acid amin chudn phic
tap hon nhiéu. Diéu nay da lam thay d6i hoan
toan cdu trac khong gian cla BrS tai vi tri dot
bién va ciing dugc danh gia cd kha nang gay BrS.

Pay la bdo cdo dau tién vé dot bién gen
KCND3 va HCN4 dudgc xac dinh trén bénh nhan
dudc chan doan BrS tai Viét Nam. Ngoai cac yéu
t6 vé gen cac yéu to khac nhu s dung thudc
hudng than, cocaine... cling gép phan bi€u hién
ki€u hinh cta hdi chimg Brugada. Vi véy ching
t6i c6 dé nghi can cd nhitng nghién clfu sau han,
cd mau I6n hon dé cerng minh day du y nghla
cla cac dot bién nay, cling nhu tim thém cac dot
bién mdi trong quan thé ngudi Viét Nam, gop
phan nang cao chét lugng trong chan doan sém
va diéu tri giam thiéu nguy co tir vong & ngudi
bénh.

V. KET LUAN

Bdng k¥ thudt giai trinh tu gen Sanger nhdm
nghién clru da phat hién 3/30 bénh nhan tham
gia nghién clfu c6 dot bién, xuat hién trén 2 gen
ma hoda kénh ion K* la KCND3 va HCN4. 100%
dot bién xudt hién & nam gidi, véi ki€u dot bién
thay thé nucleotid dang di hop tir. Nghién clu
cla chung toi cling phat hién ra 3 dot bi€n hoan
toan mdi va chua tirng dugc cong bo trén dir liéu
Clinvar va déu du doan kha ndng cao gay bénh
VI. LO1 CAM ON

Cam dn dé tai nghién cru phat hién doét bién
gen SCN5A va SCN10A gay hdi chirng Brugada
bang ky thudt sinh hoc phan tir quyét dinh s6
2723.QB-BYT.
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PANH GIA TON THONG KHU TRU LOP SO'I THAN KINH QUANH
PIA THI TREN BENH NHAN GLOCOM GOC MO’ NGUYEN PHAT

Nguyén Phwong Thio!, Pham Thi Kim Thanh!,

TOM TAT

Muc tiéu: banh gié ton hai khu trd Idp sgi than
kinh quanh dia thi trén bénh nhan glécom goc ma
nguyen phat giai doan tiém tang, sd phat, trung binh
va tuong quan vdi ton hai thi trudng. Phu'ang phap
Md ta cat ngang trén nhitng bénh nhan gIocom goc
md nguyen phat dén kham tai bénh vién mat trung
ucng dap ng tiéu chuan. Ching to6i tién hanh kham
mat toan dién, do thi trudng trung tdm 24-2 bang may
Humphrey, Chup OCT dau thi than kinh bang may
Cirrus HD- OCT 5000 ché d6 chup Optic Disk Cube
200x200 phan thich Idp sgi than kinh ONH and RNFL
OU Analysis. Két qua Chung t6i ti€n hanh ngh|en ctru
trén 146 mat cla 99 bénh nhén gIocom goc mdg
nguyén phat. C6 su blen doi co y nghla vé do day Idp
sgi than kinh theo cac giai doan thi truGng & cac vi tri
trung binh (p=0.009), phia trén (p=0.034), phia dudi
(p=0.002), 5 gig (p=0.025), 6 giG (p=0.012) vGi do
tin cay trén 95% (p<0.05). C6 mdi tuong quan cé y
nghia gilra d6 day IGp sgi than kinh trung binh, d6 day
Idp sgi than kinh ph|a trén, dudi va cac vi tri 1 gld 2
g|d 5dén 7 gld 11va 12 g|d V@i cac chi s0 thi trerng
VvGi p< 0.05. Moi tudng quan chét ch& nhat thé hién &
vi tri géc dudi véi cac chi s6 MD, PSD va VFI lan lugt
I3 0.341, 0.334 va 0.31. Két Iuan Ton thuong khi

ITruong Bai hoc Y Ha Noi

2Bénh vién mat Trung uong

Chiu trach nhiém chinh: Nguyén Phuong Thao
Email: phuongthaojf@gmail.com

Ngay nhan bai: 31.8.2022

Ngay phan bién khoa hoc: 25.10.2022

Ngay duyét bai: 31.10.2022

196

Nguyén Thi Ha Thanh?

trd cla Idp sdi than kinh bién ddi co y ngh|a G nhitng
bénh nhan gl6com géc md nguyén phat giai doan
sém, tuy nhién nhitng bién ddi khu trd & 1 cung gi&
con |t va can nghlen cu’u thém. Do day I6p sgi than
kinh trung binh va mét s6 vi tri cd6 m6i tuong quan yéu
véi tén hai thj truding giai doan sém.

7w khda: goc mé, khu trd, 18p sdi than kinh

SUMMARY

LOCALIZED PERIPAPILLARY RETINAL

NERVE FIBER LAYERS DEFECT IN

PRIMARY OPEN ANGLE GLAUCOMA

Purposes: To evaluate focal damage of the
peripapillary retinal nerve fiber layer (RNFL) in patients
with  primary open-angle glaucoma in latent
(preperimetric), early and moderate stages according
to GSS, Mills 2006 classification and correlation
between functional and structural damage. Methods:
Cross-sectional study. All participants have throughout
eye exam, a 24-2 visual field test on Humphrey
machine is conducted. RNFL is accessed by Cirrus HD-
OCT 5000, protocol Optic Disk Cube 200x200, ONH
and RNFL Analysis. Results: We conducted a study
on 146 eyes of 99 primary open-angle glaucoma
patients. There is a significant change in the thickness
of the nerve fiber layer according to the market stages
at the positions of average (p=0.009), upper
(p=0.034), lower (p=0.002), 5 hours (p=0.025), 6
hours (p=0.012) with a confidence level of over 95%
(p<0.05). There is a significant correlation between
the mean nerve fiber layer thickness, the upper and
lower nerve fiber layer thickness and the positions 1
o'clock, 2 o'clock, 5 to 7 o'clock, 11 and 12 o'clock
with the indices. market with p < 0.05. The strongest



