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Trén day la két qua nghién cliu dugc thuc
hién trén nhdm bénh nhan dang diéu tri nghién
cac chat dang thubc phién bang thubc thay thé
tai 3 tinh Bién Bién, Son La, Lai Chau. Ching t6i
nhan thay van con mot s6 han ché nhat dinh.
Bao gom viéc lua chon doi tugng nghién clru co
chl dich, cac thong tin thu dugc thong qua viéc
phéng van truc ti€p vi vay bénh nhan phai nhg
lai tién si sir dung chat,... Chinh vi vdy c6 thé
dan dén sai s6 chon hodc sai s6 do viéc nhd lai
th6ng tin. Mac du cac phuong phap lam giam sai
s6 da dudc thuc hién tuy nhién ddc diém céc doi
tufdng van chua thé hoan toan dai dién dugc cho
cac bénh nhan nghién chat tai cac dia phuong
nghién clu.

V. KET LUAN

Bénh nhan tham gia diéu tri nghién cac chat
dang thudc phién bdng thudc thay thé ndm 2019
tai 3 tinh mién ndi phia bac chu yéu la nam gidi
trong dd tui lao ddng. Phan 16n 1a ngudi dan
toc thiéu s6. Khoang 1 phan 4 s& bénh nhan
chua ting dugc dén trudng hodc khong biét
chir. Chl yéu cac déi tugng sir dung cac chat
gay nghién dang thuGc phién nhu heroin hodc
thudc phién. S6 d6i tugng sif dung qua nhiéu
loai chat trong qua khir dat ty 1€ gan 30%. Bénh
nhan st dung heroin c6 tudi s dung lAn dau
trung binh 1a 26.21 tudi cho ca 2 nhdm diéu tri.
budng dung chd yéu la hat va tiém truyén tinh
mach. S6 bénh nhan nhiém HIV & hai nhom la
26, trong do6 9 nguGi ¢ nhom methadone, 17
ngudi ¢ nhom buprenorphine. Thong qua phéng

van truc ti€p cac bénh nhan tham gia diéu tri,
nhém nghién cu da dua ra dugc mot s6 dac
diém cda ddi tugng, qua dé giup cho nhitng can
bd thuc hién céng tac diéu tri c6 thé hiéu dugc
ngudi bénh, gilf an toan cho ban than cling nhu
gdp phan tang cuGng hiéu qua diéu tri cho bénh nhan.

TAI LIEU THAM KHAO

1. BO Y té (2019), Bao cao Tong két, danh gia 10
nam trlen khai Chuong trinh diéu tri thay thé
nghién cdc chit dang thudc phién bang thudc
Methadone, Ha N&i.

2. BOY té (2018), Herng dan: Diéu tri nghién cac
chat dang thuéc phién bang thuSc Buprenorphine,
Ha NOi,

3. Nguyen Thi Minh Tam Mot s6 dic diém x& hoi
va su’ dung ma tuy clia bénh nhan mdi didu tri
methadone tai Dién Bién, Lai Chau va Yén Bai nam
2014, Tap chi Y hoc du phong

4, Trung H. Bo p.T., Ngoc N.X. va cong su.
(2015). Ket qua cerdng trinh diéu tri nghién cac
chdt dang thudc phién béng thudc methadone tai
tinh Phd Tho nam 2015. 12,

5. Hser Y.-1., Saxon A.]., Huang D. va cdng su.
(2014). Treatment retention among patients
randomized to buprenorphine/naloxone compared
to methadone in a multi-site trial. Addiction,
109(1), 79-87.

6. Vuong T., Shanahan M., Nguyen N. va cong
su. (2016). Cost-effectiveness of center-based
compulsory rehabilitation compared to community-
based voluntary  methadone  maintenance
treatment in Hai Phong City, Vietnam. Drug
Alcohol Depend, 168, 147-155.

7. Bd Y té (2020), Béo cdo: K&t qua cong tac
phong, chong HIV/AIDS nam 2019 va nhiém vu
trong tdm nam 2020, .

AP DUNG KY THUAT GIAI TRINH TU’ GEN PHAT HIEN POT BIEN
PIEM GEN CYP21A2 GAY BENH TANG SAN THUQO'NG THAN BAM SINH
THE THIEU 21-HYDROXYLASE

TOM TAT

Téng san thugng than bam sinh (TSTTBS) do thi€u
hut enzym 21- hydroxylase la bénh di truyén Idn nhiém
sac thé thudng gay nén do dot bién gen CYP21A2.
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Cac dang dot bién gen CYP21A2 bao gém dot bién
diém va dot bién xda doan, trong d6 dét bién diém
ch|em ti 18 cao han, chiém khoang 60%. Nghién clru
nay dugc thuc h|en vGi muc tiéu: xac dinh dot bién
diém trén bé&nh nhan téng san thugng than bam sinh
the thiéu hut enzym 21- hydroxylase bang ky thuat
giai trinh tu gen. 50 bénh nhan dugc chan doan xac
dinh bénh téng san thugng than bam sinh thé thiéu
enzym 21- hydroxylase; ky thuat g|a| trinh ty gen
dugc dp dung dé xac dinh dot bién. Két qua phat hién
32/50 (64%) benh nhdn c6 dot bién diém gen
CYP21A2. Trong s6 cac bénh nhan phat hién dugc dot
bién, 53% dot bién dugc phat hién trén bénh nhan
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thé bénh mat mudi, 38% trén cac bénh nhan thé nam
hoa don thuan va 9% trén cac bénh nhan thé khong
co dién. Bot bién dong hgp tir chiém 62,5%, dot bién
di hgp tir chi€ém 37,5%. Nghién ctru phat hién dugc 7
kiéu gen trong dd ki€u gen co ti Ié cao nhat la 12g/I12g
(31,3%), diing th(r hai la 12g/p.1172N (18,7%), cic
kiéu gen con lai chiém ti Ié tir 3,1-15,6%.

Tu khoa: TSTTBS, dot bién diém gen CYP21A2,
giai trinh tu gen

SUMMARY
IDENTIFICATION OF POINT MUTATION IN
THE CYP21A2 GENE IN CONGENITAL
ADRENAL HYPERPLASIA USING

SEQUENCING METHOD

Congenital adrenal hyperplasia (CAH) due to
deficiency of the enzyme 21-hydroxylase is an
autosomal recessive disorder commonly caused by
mutations in the CYP21A2 gene. Point mutation is the
most common mutation in CAH (about 60%) and
identifying point mutation requires the use of gene
sequencing. The study was conducted with the aim of
identifying point mutations in patients with congenital
adrenal hyperplasia due to 21-hydroxylase deficiency
using sequencing method. METHODS: 50 patients
were diagnosed with  21-hydroxylase-deficient
hypercholesterolemia was analyzed by gene
sequencing. Results: 32/50 point mutation (64%) of
patients, including 62.5% homozygous mutation and
37.5% heterozygous. Salt wasting accounted for 53%
of patients, simple virilizing accounted for 38% and
non-classical accounted for 9%. The most common
genotypes were 12g/12g (31.3%), 12g/p.I172N (18.7%),
remaining genotypes are ranging from 3.1-15.6%.

Keywords: Congenital Adrenal Hyperplasia,
CYP21A2 point mutation, gene sequencing

I. DAT VAN DE

Tang san thugng thdn bdm sinh (TSTTBS)
thé thiéu 21-hydroxylase xay ra do khiém khuyét
mot phan hodc hoan toan cla enzym 21-
hydroxylase tham gia téng hogp cortisol tir
cholesterol & tuyén thugng than. Mdc d6 nang
cla cac triéu chirng lam sang khac nhau va phu
thudc vao hoat d6 21-OH [1], [2]. Mac du gianh
gidi khac nhau vé bi€u hién kiéu hinh déi khi khd
phan biét nhung ki€u hinh 1dm sang dudc chia ra
thanh thé c6 dién hay thé ndng va thé khdng c6
dién hay thé nhe cla bénh. Thé c6 dién dudc
chia thanh thé cd dién méat muéi (MM) (salt
wasting - SW) va nam hoéa dan thuan (NHDT)
(simple virilizing - SV) phan anh muc do thi€u
hut aldosterone [3], [4]. Thé c6 dién mat mudi
chiém 75% cac ca mac thé cd dién. Thiéu hut
hoan toan hoat dd enzym gdy nguy hiém dén
tinh mang va tr vong do mat nudc, ha natri mau
(th& mat mudi).

Enzym 21-Hydroxylase dugc ma hda bgi gen
CYP21A2, hoat d6 enzym cla bénh nhan phu
thudc vao kiéu dot bién khac nhau. Giai trinh tu

gen la k¥ thudt thudng quy dé xac dinh dot bién
diém trén gen CYP1A2 & bénh nhan TSTTBS.
Viéc xac dinh dot bién cé y nghia quan trong
trong chan doan xac dinh bénh bénh, dic biét
véi nhitng trudng hop khdng dién hinh. Két qua
dét bién gen sé gilp phat hién ngudi lanh mang
gen bénh, chdn doan trudc sinh cho cac thanh
vién gia dinh dé tu van di truyén gilp ngdn nglra
va lam giam ty 1é mac bénh. Do vay, dé tai dugc
thuc hién véi muc tiéu: Xdc dinh dét bién diém
gen CYP21A2 trén bénh TSTTBS thé thiéu hut
enzym 21-hydroxylase bang ky thudt gidi trinh tu gen.

II. DOl TUQONG VA PHUONG PHAP NGHIEN CU'U

1. P6i tugng. 50 bénh nhan TSTTBS thé
thiu enzym 21-hydroxylase dugc chan doan va
diéu tri tai Khoa NOi tiét - Chuyén hoda - Di
truyén, Bénh vién Nhi Trung uong. Nghién clru
dugc ti€én hanh tai Bénh vién Nhi Trung uong va
Trung tam nghién clu Gen-Protein, Trudng Dai
hoc Y Ha Noi trong khoang thgi gian tur 1/2017-
6/2020.

2. Phuong phap

2.1. Ky thuat tach chiét DNA. DNA dugc
tach chiét tor bach cau mau ngoai vi_theo quy
trinh phenol/chloroform. Tat ca cac mau DNA sé
dugc ti€n hanh do nbng dd va do tinh sach, chi
c6 mau DNA dat gia tri > 1,8 mdi dat yéu cau vé
tinh sach va dugc sir dung dé phén tich.

2.2 Ky thuat giai trinh tu gen. Toan bd
chiéu dai gen CYP21A2 dudc khuéch dai bang
phan Ung PCR vdi cac cap moi dac hiéu.

- Thanh phan phan (ng: thé tich 20 pl gém:
100 - 150 ng DNA, 5 pmol primer, 200 pmol/I
dNTP, 2 don vi enzym Taq polymerase va 2 pl
GeneAmp 10 x buffer.

- Chu trinh nhiét: 94°C/5phdt, [94°C/1phit,
60°C/1phat, 72°C/iphat] x 35 chu ky,
72°C/2phdt, gilt & 15°C. San phdm PCR dugc
dién di trén gel agarose 1%, 90V trong 30 pht.

- San phdm PCR sau khi dién di trén gel
agarose dugc tinh sach bang Gel purification Kit
trudc khi tién hanh giai trinh tu gen. DE giai trinh
tu dugc toan bo gen CYP21A2, sir dung cac moi
nhu d@ mo tad & bang 2.1. Quy trinh dugc thuc
hién theo phuong phap BigDye terminator
sequencing (Applied Biosystems, Foster city, USA).

Két qua gidi trinh tu gen dugc phan tich bang
phan mém CLC Main Workbench. Mau DNA ctia
bénh nhan dugc so sanh véi mau DNA d6i chirng
va trinh tu clia CYP21A2 trén GeneBank
(Accession nhumber NM_0005002).

3. Pao dirc nghién ciru trong Y hoc.
Nghién cru tuan tha tuyét doi cac quy dinh vé
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dao dic trong nghién cliu y sinh. Bénh nhéan
hoan toan tu nguyén tham gia vao nghién ctru.
Bénh nhan hoan toan cdé quyén rut lui khéi
nghién ctu khi khong déng y ti€p tuc tham gia
vao nghién clru. Bénh nhan sé dugc thong bao
vé két qua xét nghiém gen dé gilip cho cac bac
sy tu van di truyén hodc Iua chon phac do diéu
tri phU hgp. Cac théng tin ca nhan sé dugc dam
bao bi mat.

INIl. KET QUA NGHIEN cU'U
Trong nghién cuu nay, da phat hién 32/50
(64%) bénh nhan c6 d6ét bién diém gen

CYP21A2. Dot bién dong hgp tir chiém 62,5% va
di hgp tir chiém 37,5%. Nghién cu phat hién
dudc 7 kiéu gen trong dé ki€u gen ¢ ti 1& cao
nhat la 12g/I12g (31,3%), ding th’ hai la
12g/p.1172N (18,7%), céc ki€u gen con lai chiém
i I8 tir 3,1-15,6% (Bang 1).

Céc kiéu gen gay thé bénh mat mudi 13
12g/12g, 12g/p.R356W, p.R356W/p.R356W. Ki€u
gen gay thé nam hda don thuan la 12g/p.I1172N,
p.I1172N/p.I172N va p.R356W/p.401L. Ki€u gen
p.V281L/p.L307FfsX6 gdy thé bénh khdng dién hinh.

Bang 1. Két qua phat hién dét bién diém gen CYP21A2 cua bénh nhin

Hinh 1: T7 Ié cac allele dot bién
Hinh 1 mé ta ti 1€ cac allele dot bién trong do
allele co ti 1€ cao nhat la 12g (43,8%), ti€p dén
la I172N (25%), cac allele dot bién khac cd ti &
thdp hon 1a R356W (20,3%), p.V281L (4,7%),
p.L307FfsX6 (4,7%) va p.P401L (1,6%).

Hinh 2: Ti Ié cdc thé bénh
Trong s6 cac bénh nhan phat hién dugc dot
bién, 53% dot bi€én dugc phat hién trén bénh
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SO TT Ki€u gen Thé bénh Dang do6t bién | S6 ca bénh(n) [Ty Ié %
1 12g/12g Mat muoi Homozygous 10 31,3
2 12g/p.I1172N Nam hda don thuan | Heterozygous 6 18,7
3 12g/p.R356W Mat mudi Heterozygous 2 6,3
4 p.I1172N/p.I1172N Nam hoéa don thuan Homozygous 5 15,6
5 | p.V281L/ p.L307FfsX6 Khong c6 dién Heterozygous 3 9,4
6 p.R356W/p.R356W Mat mudi Homozygous 5 15,6
7 p.R356W/p.P401L | Nam hda don thuan | Heterozygous 1 3,1

Tong cdng 32 100%
. nhan thé bénh mat mudi, 38% trén cac bénh
50 nhan thé nam héa don thuan chiém va 9% trén
40.0

cac bénh nhan thé khdng cd dién (Hinh 2).
c.1066C=>T

c.1066C p.R356W

Nguwoi binh thuwong Bénh nhan

Hinh 3: Két qua giai trinh tu’ gen CYP21A2
- Hinh anh dét bién dong hop tu' p.R356W
Két qua gidi trinh ty cta bénh nhan trong
hinh 3 cho thdy bénh nhan cé dot bién thay thé
nucleotide T thanh C & vi tri 1066 trén trinh tu
c.DNA. Dét bién nay lam thay déi bd ba ma hda
G vi tri 356 tir CGG (Arginine- R) thanh TGG
(Tryptophan- W).

IV. BAN LUAN

Trong nghién ctru nay, 50 bénh nhan TSTTBS
thi€u 21-OH da dugc giai trinh tu gen CYP21A2
dé tim dot bién, k&t qua cho thay 32/50 (64%)
bénh nhan da dugc tim thdy dot bién. Ki€u gen
thudng gap nhat la 12g/12g (31,25%), ding thd
hai 1a 12g/p.1172N (18,75%), ti€p d6 la cac kiéu
gen p.I172N/p.I1172N va p.R356W/p.R356W. Cac
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kifu gen chi yéu gdy thé bénh mat mudi la
IZg/IZg, IZg/p R356W, p.R356W/p.R356W. Kiéu
gen gdy nén thé nam hda don thudn Ia
I2g/p.I172N, p.I172N/p.I172N va p.R356W/
p.401L. K|eu gen p.V281L/ p.L307FfsX6 dan dén
thé bénh khdng dién hinh. K&t qua nay phu hop
v@i cac nghién cttu in silico va in vitro nghién ctru
mc dé anh hudng cua dot bién Ién chirc ndng
cla 21-hydroxylase, trong dé cac doét bién nang
nhu I2g va R356W thuGng gay mat hoan toan
chirc ndng cua 21-OH do vady gdy nén thé mat
mudi, cac ki€u gen di hop t&r véi p.I172N,
p.401L, V281L sé bao ton dudgc 1 phan hoat do
clia 21-OH do dd gay ra thé bénh nhe hon nhu
nam hda dan thuan hodc thé khdng cd dién [3].

Nghién cftu phat hién 6 allele dot bién: I2g,
p.I172N, p.R356W, p.V281L, p.L307fsX6 va
p.P401L. Allele dot bién co ti Ié cao nhat la 12g
(43,8%), ti€p dén 1a I1172N (25%), cac allele dot
bién khac co ti 1& thap hon 1a R356W (20,3%),
p.V281L (4,7%), p.L307FfsX6 (4,7%) va p.P401L
(1,6%). Két qua nay tuong dong vdi nghién ciu
trén bénh nhan TSTTBS ngudi Trung Qudc Vdi ti
Ié cao allele dot bién cao nhat la 12g (40%); ding
th(* hai 13 allele p.I173N (22,3%), tiép dén 1
allele R356W (15,4%). Nghién ctu cta Krone va
cOng su trén ngudi Duc cho thay allele dot bién
c6 ti Ié cao nhét la 12g (30%), ti€p dén la pI172N
(19,7%) tuy nhién allele R356W chi chi€ém 4,5%,
thdp hon so véi quan thé Viét Nam va Trung
Quéc. Su khac biét nay cd thé Iy giai bai sy khac
biét vé di truyén gufa quan thé ngudi chau A va
ngudi chau Au, ciing cd thé do su khac biét trong
tiéu chuan lua chon nhém nghién clu.

Trong nghién cltu nay, ki€u hinh cla cac
bénh nhan TSTTBS thi€u 21-OH dugc phan tich
va phan nhdm: 17 bénh nhan cé ki€u hinh mat
mudi, 12 bénh nhan ki€u hinh nam héa don
thudn va 3 bénh nhan kiéu hinh thé khdng cd
dién. Cac bénh nhan kiéu hinh khdng cd dién
chiém ty |€ thap. két qua nay cling phu hgp véi
cac nghién clfu & nhiéu chdng toc chau A nhu
Trung quéc, Han qudc [5]; Krone va cong su
(2000) nghién clu phan tich phan t&r cho 155
gia dinh thi thé c8 dién mat mudi chiém 59,4%
(92/155); thé nam hda don thuan chiém 33,5%
(52/155) va khéng cd dién 7,1% (11/155) [3].
Cac nghién cltu & cac ching toc khac thi thé
khéng cd dién chiém ty 1& cao han nhiéu nhu:
63,2% cac bénh nhan Tay Ban Nha; 54,7% cac
bénh nhan Hy Lap va 24,6% céac bénh nhan Y
[6]. Su khac nhau nay co the do ¢ mau va tiéu
chuan lua chon mau trong nghlen cttu khac nhau
va 6 thé cd lién quan téi yéu t& ching toc.

Trong nghién ctu cla chung t6i c6 3 bénh
nhan mac thé khdng cd dién, cad 3 bénh nhan
déu 13 tré trai va déu c6 ki€u gen Ia
p.V281L/p.L307FfsX6. Ca 3 tré nay déu dugc
chan doan nhd sang loc cac tré trai c6 xam da
vung biu. Theo ddi dlen bién I&m sang sau 2 dén
12 ndm nhan thdy dién bién phu hgp vdi thé
khdng cd dién thi€u 21-OH. Nghién clu cla
Gidlof S va cong su (2013) [7], [8] trén cac bénh
nhdn TSTTBS ngudi Thuy Dién ciing xac dinh
dudc 38 tré bi me mac thé khdng c6 dién thiéu
21-OH, cac bénh nhan nay déu mang allele dot
bién V281L hoac P31L.

V. KET LUAN

Bang viéc ap dung ky thudt gidi trinh tu,
nghién ctu da phat hién dudc 32/50 (64%)
bénh nhan cd dot bién diém gen CYP21A2.
Trong s6 cac bénh nhan phat hién dugc dot
bién, 53% dot bién dudc phat hién trén bénh
nhan thé bénh méat muéi, 38% trén cac bénh
nhan thé nam hoda don thuan chiém va 9% trén
cac bénh nhéan thé khdng c6 dién. Dot bién dong
hgp tr chiém 62,5% va di hgp tr chiém 37,5%.
Nghién cu phét hién dugc 7 ki€u gen trong dé
ki€u gen cd ti I&é cao nhét la 12g/12g (31,3%),
ding th& hai la 12g/p.1172N (18,7%), cac kiéu
gen con lai chiém ti 1€ tir 3,1-15,6%.

L&i cam on. Nghién cu dudc thuc hién su
gilp d& cla cac can bd cla Trung tam nghién
cru Gen- Protein, BO mon Nhi, Trudng Pai hoc Y
Ha Noi; Khoa Noi tiét-Chuyén hda- Di truyén,
Bénh vién Nhi Trung uang.
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MOI LIEN QUAN GIT'A CAC YEU TO THUC PAY VA MUC PO
BENH NAO GAN LAM SANG THEO TIEU CHUAN WEST HAVEN

TOM TAT

Muc tleu Khao sat mai lién quan gitra cac yeu to
thuc day va muc d6 bénh ndo gan (BNG) ldam sang
theo tiéu chuin West Haven. DOI tugng va phucng
phap: Nghlen clu cdt ngang mo ta t|en ctu dudgc tién
hanh tren 146 bénh nhan xo gan co bién cerng BNG
lam sang (BNG do II, dd III va do 1V theo tiéu chuan
West Haven). Tiéu chuan chan doan xd gan bao gom
hoi chiing suy te bao gan va hoi ching tang ap luc
tinh mach ctra; siéu am bung hodc chup cat I8p vi tinh
(cT scan) bung cho thay ton thu‘dng gan man (cau
tric thd, nhiéu nét tan sinh, bo khong déu.. ) Tiéu
chuan chan doan BNG Iam sang bao gom duya vao dac
diém Iam sang clia BNG va loai trir cac nguyen nhan
khac gay roi loan tdm than k|nh Cac yeu to thic day
gom: Xuat huyet tiéu hoa nhiém trung (V|em phuc
mac nhiém khuan nguyén phat nhiém triing ho hap,
nhiém trung t|eu .), ha kali mau, ha natri mau, tao
bon, tiéu chay va thudc an than. Ket qua: Tudi trung
b|nh la 51,24 + 13,37, giGi tinh nam (71,2%) nhiéu
hon nir (28,8%). T;’/ Ié BN viém gan vi rit B man
chlem phan 18n véi 40,4%, ti€p theo la rugu (21,9%)
va viém gan vi rut C man (19,2%). Yéu t0 nhiem
trung chlem ty lé cao nhat (54, 1%), tiép theo la ha
natri mau, xuat huyét tiéu hod va ha kali mau chlem
[an lugt Ia 37,0%, 36,3% va 33, 2%. Y&u t& nhiém
trung va ha natri mau cé6 moi I|en quan véi mic do
bénh ndo gan (p = 0,002 va p = 0,001). K&t luan:
YEu t6 nhiém trung va ha natri mau c6 mai lién quan
vGi bénh ndo gan va miic do nang cla bénh ly.

Tzrkhoa bénh ndo gan, xd gan, yéu td thic day,
nhiém trung

SUMMARY
INVESTIGATION OF THE FACTORS
RELATED TO THE SEVERITY OF CLINICAL
HEPATIC ENCEPHALOPATHY BESED ON
WEST HAVEN CRITERIA
Objective: To investigate the factors associated
with the severity of clinical hepatic encephalopathy
(BNG) based on West Haven criteria. Methods: A
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descriptive cross-sectional study was conducted on
146 cirrhotic patients with clinical complications of
BNG (BNG grade II, III and IV according to West
Haven criteria). Diagnostic criteria for cirrhosis include
hepatocellular insufficiency syndrome and portal
hypertension syndrome; abdominal ultrasound or
computed tomography (CT scan) of the abdomen with
chronic liver damage (rough structure, many
neoplastic nodules, irregular margins...). Diagnostic
criteria for clinical BNG include clinical characteristics
of BNG with excluding other causes of psychosis. The
factors including gastrointestinal bleeding, infection
(primary infectious peritonitis, respiratory infection,
urinary tract infection...), hypokalemia, hyponatremia,
constipation, diarrhea and anesthetics were analyzed.
Results: The mean age was 51.24 + 13.37, the male
gender rate was 71.2%, higher than that of the
female (28.8%). The proportion of patients with
chronic hepatitis due to hepatitis B virus accounted for
40.4%, followed by alcohol (21.9%) and hepatitis C
virus (19.2%). Infectious factor accounted for the
highest proportion (54.1%), followed by hyponatremia
(37%), gastrointestinal bleeding (36.3%) and
hypokalemia (32.3%). Infectious factors and
hyponatremia were associated with the severity of
hepatic encephalopathy (p = 0.002 and p = 0.001).
Conclusion: Infectious factors and hyponatremia
were associated with hepatic encephalopathy and the
severity of the disease.

Keywords: hepatic encephalopathy,
predisposing factor, infection

I. DAT VAN PE

Bénh ndo gan (BNG) anh hudng dén chat
lugng cudc sbng cua bénh nhan (BN), gay roi
loan hanh vi va cdm xdc, r6i loan giac ngl] giam
su’ tuong tac véi gia dinh va xa hoi, g|am kha
nang thuc hién cac céng viéc hang ngay dé dan
dén tai nan [1]. Bén canh do, su’ suy giam nhan
thitc & BN BNG dan dén viéc st dung nhiing
nguon luc cham séc y té nhiéu han so véi nhitng
bién chirng khac cla bénh gan [2]. Tai Hoa Ki,
BNG la nguyén nhan nhap vién thudng gap tha
2 G BN xd gan (XG) va ty Ié hién mac cia BNG
ldm sang & thdi diém chan doan XG la 10-14%
[3]. Trong 5 ndm sau chan doan XG, nguy cd
xay ra dgt BNG lam sang dau tién la 5%-25% va

cirrhosis,



