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TOM TAT

Muc tiéu: (1) Xac dinh tinh da hinh cua gen
IFNA17 rs9290014 trong bénh ly glam tiéu cau mién
dich (2) xac dinh mai lién quan gitta SNP rs9298814
IFNA17 vdi do nang va kha nang giam tleu cau mien
dich tién trién man tinh & tré tai bénh vién Nhi Dong
1, TPHCM. Phtrdng phap ngién cuu: nghlen cilu mo
ta k&t hgp tién clru, xac dinh kiéu gen bang phuang
phap Sanger. Poi tugng nghlen ctru: 30 tré khoe
manh va 205 tré glam tiéu cau mien dich tai khoa SOt
Xuat Huyet — Huyét Hoc, bénh vién Nhi Dong 1,
TPHCM tur 01/20219 den 01/2020 Ket qua va ket
luan: Tan suat cac kiu genTT, TG va GG & nhom tré
khoe manh va nhém tré méc ITP [&n Iert la 70,0%,
20,0%, va 10,0% so vGi 31,7%, 49,3%, va 19,0% lan
lugt & hai nhém tré. Ti I cla allel T/G & nhc')m tré
khde manh la 4}8/12va 231/179 & tré ITP, p<0,05.
Trong 205 ca mac ITP, ITP man tinh chiém 23,4% (48
ca) va 76,6% tré khong dién tién man tinh (157 ca).
Co su khac biét co y nghia trong phan b8 kiéu gen
(TT, TG va GG) & nhém man tinh va nhém khéng d|en
tién man tinh (p<0,05) 1an_ lugt 13 15,9%, 60,5% va
23,6% cho nhém khong dién tién man so vdi 83 3%,
12 5% and 4,2% @& nhém ITP man. S6 lugng tleu cau
sau 3 tuan & benh nhan ITP theo titng kiéu gen (TT va
TG+GG) lan lugt 1& 18,4+ 6,9/uL cho TT, 21,5 +
8,4/uL cho TG+GG. Dot bién allele G dugc ghi nhén
Xay ra @ cac trudng hgp dien ti€n khong man tinh cua
GTCMD. Cé maéi tuang quan nghich (p<0,05) giira ti I1&
dot bién gen IFNA17 rs9298814 tU T sang G vdi
GTCMD man

Tur khoa: GTCMD; IFNA17 SNP, rs9298814.

SUMMARY
THE RELATIONSHIP BETWEEN THE
POLYMORPHISM AT rs9298814 OF IFNA17
GENE WITH THE DEVELOPMENT AND
SEVERITY OF CHRONIC IMMUNE

THROMBOCYTOPENIA
Objectives: (1) To identify genetic variants of
IFNA rs9298814 in immune thrombocytopenia (ITP)
(2) To investigate the association between IFNA17
rs9298814 gene polymorphism with the severity and
chronic ITP in children at Children’s Hospital 1.
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Research methodology: Descriptive study combined
with rescuing for clinical data, genotyping for IFNA17
rs9298814 by Sanger sequencing method. Subjects:
30 healthy control and 205 patients with ITP in
Department of Dengue Hemorrhagic Fever and
Hematology — Children’s Hospital 1 from 01/2019 to
01/2020. Results and conclusion: For the SNP of
IFNA17 rs9298814, the frequencies of the
homozygous wild type (TT), the heterozygous (TG)
and the homozygous mutant (GG) genotypes were
70,0%, 20,0%, and 10,0% in healthy and 31,7%,
49,3%, and 19,0% in ITP patient. The ratio of allele
T/G in healthy and ITP are 48/12 and 231/179,
p<0,05. In 205 cases, the chronic ITP is 23,4% (48
cases) and non-chronic ITP is 76,6% (157 cases).
There is significant differences between cITP and non-
cITP in the frequencies of genotypes (TT,TG and GG),
with p<0,05; 15,9%, 60,5% and 23,6% for non-cITP;
83,3%, 12,5% and 4,2% for cITP, respectively. The
number of platelet after 3 weeks in cITP patients for
genotype (TT va TG+GG) are 18,4+ 6,9/uL and 21,5
+8,4/uL in that order. There was a negative
correlation between SNP of IFNA17 T184G and chronic
ITP. Keywords: immune thrombocytopenia;
rs9298814, IFNA17 SNP

I. DAT VAN DE

Giam tiéu cau mién dich (GTCMD) la mét
bénh ly tu mien perc tap dac trung bdi hién
tu’dng pha huy tiéu cau qua trung gian khang thé
va suy giam dong thdi viéc san xuat. Duy tri cac
bt thudng mién dich trong gidm tiéu cau mién
dich man tinh dugc ghi nhan mot phan la do roGi
loan cac chifc ndng diéu hoda ndi chung, cu thé la
thay déi su can bang cua cac t& bao T hoat hda
va T diéu hoa. Ghi nhan cd su tang bat thuGng
cla cac t€ bao T hoat hda (téng ti 1€ Tl /Th2)
cling nhu giam s6 lugng va chic nang cla té
bao T diéu hoa. Nguyén nhan cla cac bat
thudng nay van con chua dugc lam rd va dugc
xem xét la da yéu t6. Tuy nhién, cac bat thudng
hay bién d&i clia hé gen dudc bao cao la co lién
quan dén sinh bénh hoc cltia ITPY2,

Yéu t6 di truyén dong vai trd quan trong
trong viéc san xuat cytokin. Tinh da hinh trong
ndi tai cac gen san xudt cytokin cd thé tac ddng
lén qua trinh dich m& va thay ddi ndng dd
cytokin dugc san xudt & tirng cac thé. NhCrng
thay doi nay cd thé gay ra sy suy giam va tri
hoan trong cac dap ing mién dich. Tinh da hinh
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don nucleotit (Single nucleotide polymorphisms -
SNPs) & vung promoter cta IFNA17 IIe184Arg
(rs9298814) cho thay co lién quan dén viéc kiém
soat tinh trang nhiém khudn va cic bénh ly tu
mién35. Do dd, trong nghién clfu nay, tiép ndi
mot s6 nghién ciu lién quan dén tinh da hinh
don nucleotit & gen IFN type I, chung t6i mong
mudn xac dinh tinh da hinh cua gen_ IFNA17
rs9290014 trong bénh ly glam tifu cau mién
dich. TUr d6 cé thé néu dugc mdi lién quan gufa
SNP rs9298814 IFNA17 véi do nang va kha nang
chuyén man tinh clia gidam ti€u cau mién dich &
tré tai bénh vién Nhi bong 1, TPHCM

II. DOl TUQONG VA PHUONG PHAP NGHIEN CU'U

2.1. Pai tugng nghién clru:

e DOi tugng nghién clitu: Bénh nhi GTCMD
nhap tai khoa S6t xuat huyét-Huyét hoc BVND1,
tir 01/20219 dén 01/2020.

e ThGi gian nghién clu: tUr 01/2019 dén
01/2020

« Dia diém nghién clru: Khoa S6t xudt huyét-
Huyét hoc BVND1

e Dia diém thuc hién xét nghiém xac dinh
SNP: Trung tam sinh hoc phan t&r, Pai Hoc Y
Dugc TPHCM.

e Tiéu chuan chon mau:

- Cac bénh nhi tir 3 thang tudi - 15 tudi.

- Thoa tiéu chudn chan doan XHGTCMD ASH
2011

- Pugc chan dodn XHGTCMD [an d4u tién.

e Tiéu chuén loai trir: XHGTC kém cac di tat
bdm sinh (Gidam TC khdng c6 xuong quay, hoi
chirng Witkott-Alrich) hoac XHGTC c6 kém bénh

ly tim mach (6ng thong tinh mach, bénh tim
tim), cuGng lach, suy tay, bénh ac tinh.

2.2. Phuong phap nghién ciru

 Nghién clru mo ta, két hgp tién clu

e Mau nghién ctu: 205 ca bénh va 30 tré
khée manh

e Cach thdrc thu thap s6 liéu: phi€u thu thap
sO liéu dugc thiét ké san.

2.3. Xac dinh SNP cua gen IFNA17 & vi
tri rs9298814

e Mau mau cua bénh nhan va tré khde manh
dugc thu thap trong 6ng EDTA tur 1-2 ml. Sau d6
mau mau dugc tién hanh chiét tach DNA bang
kit (Illustra blood genomicPrep Mini Spin Kit (GE
Healthcare, Anh) theo hudng dan cua nha san
xudt trong vong 24 gid sau khi thu mau.

e DNA dugc trit & -20°C cho dén khi thuc hién
khuéch gidi trinh tu bdng phuong phap Sanger.

e Trinh tu doan modi dudc s dung: F: 5'-
CAATCAGGATCATTGCCATG-3% R: 5'-
GCTTTGGACTTCCCCAGG-3'. Két qua giai trinh tu
dugc phan tich bdng phan mém CLC Main
Workbench 5.5, so sanh véi trinh tu chudn cda
gen IFNA17 mang ma s6 NM_021268.2 trong
GenBank dé xac dinh bién d6i cua gen va dugc
chia thanh ba nhém kiéu gen (TT,TG va GG).

Il. KET QUA NGHIEN cUU

Qua nghién cru 205 bénh nhi XHGTCMD tur
1/2019 dén 1/2020 tai khoa SGt xudt huyét-
Huyét hoc BVND1, chdng t6i ghi nhan dugc mot
sO két qua sau:

3.1. Dic diém chung cia doi tuong
nghién clru

Bang 1. Bic diém dich té hoc ctia nhém GTCMD va nhom tré khée manh

Pac diém

Nhém GTCMD

Nhom khée manh

(205 ca) (30 ca) p

S8 ca (ti 1€ %) Trung binh + dd 1&ch chuan

Tudi (thang) 53,6 £ 53,4 50,0 + 38,5 0,5
Gidi | N /nam 102/103 15/15 0,11
SO lugng tiéu cau trung binh lic nhap vién 10(1-80) x10°/L 217(159-356) x109% | <0,01

(Trung vi va gia tri thap nhat — gid tri cao nhat)

Nhan xét: Lia :cuc“ii trung binh khdi phat bénh la 53,6 thang. Ti I€ gidi nii/nam & nhom bénh la
102/103, SG lugng tiéu cau tai thdi diém nhdp vién thi co su' khac biét gila 2 nhdém c6 y nghia thdng ké.
3.2. Pac diém phan bd kiéu gen va allele cua gen IFNA17 rs9298814 ¢ nhém GTCMD

va nhom khée manh:

Bang 2. Phan bé kiéu gen va allele cua IFNA17 rs9298814 cia nhém GTCMD va nhom

khoe manh
Kiéu gen va allele GTCMD Nhom khée manh
IFNA17 T184G n=205 n(%) n=30 n(%) P OR (95%(Cl)
Kiéugen: TT 65 (31,7) 21 (70,0) 0,028 1
GG 39 (19,0) 3(10,0) <0,001 0,24 (0,07-0,85)
TG 101 (49,3) 6 (20,0) <0,001 0,18 (0,07-0,48)
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GG+TG 140 (68,3) 9 (30,0) 0,20 (0,09-0,46)
Allele: G 179 (43,7) 12 (20,0) ]
> 231 (5639 48 (80,09 <0,001 3,10 (1,6-6,01)

Nhadn xét: Tan suat cua allele T thi thap hon cé y nghia thong ké & bénh nhan GTCMD so vdi
nhém khée manh (56,3 véi 80,0, p<0,001). IFNA17 T184G cd ki€u gen TG va GG thi ¢ tan sudt cao
6 nhdom GTCMD so vdi nhom khée manh (TG va GG: 68,3% vdi 30,0%, p<0,001).

_ 3.3. Pac diém phan bd kiéu gen va allele ciia gen IFNA17 rs9298814 véi d6 nang va
dién ti€n man tinh caia GTCMD

Badng 3. Phan bé kiéu gen va allel cua IFNA17 rs9298814 ciua nhém GTCMD man va

khéng man
Ki€u gen va allel | GTCMD man tinh | GTCMD khéng man tinh
IFNA17 T184G | (n=48) n(%) (n=157) n(%) P OR (95%Cl)
Ki€ugen: TT 40 (83,3) 25 (15,9) <0.001 1
TG 6 (12,5) 95 (60,5) <0’001 25,33 (9,66-66,47)
GG 2(4,2) 37 (23,6) <0’001 29,6 (6,55-133,73)
TG+GG 8 (16,7) 132 (84,1) ' 26,4 (11,05-63,09)
Allele: G 10 (10,4) 169 (53,8) ]
I 86 (89.6) 145 (46.2) <0.001 | 0,1 (0,05-0,2)

Nhén xét: Sau theo doi 12 thang, BN XHGTCMD man tinh chi€m ti 1€ 23,4%, da s6 la nhém

khéng man tinh 76,6%. Nhém khong man tinh 6 tan sudt cua allele G cao hon nhém dién tién man
tinh cd y nghia théng ké véi p<0.001 (53,8 so vdi 10,4). Kiéu gen TG va GG co tan suat thdp & nhdm

man tinh so v&i nhom khéng man, 16,7 va 84,1 (p<0,001).
Bang 4. Pac diém 1dm sang GTCMD vdi kiéu gen IFNA17 rs9298814 ¢ nhom GTCMD

man tinh
Kiéu gen IFNA17 rs9298814
Pic diém TT (n=40) n(%) TG + GG (n=8) n(%) 1] OR (95%ClI)
Trung binh + d6 Iéch chudn|Trung binh + do léch chuan
Tudi 84,6 £ 50,2 80,9 + 55,2 >0.05 |1,05 (0,67-2,07)
Gigi nam 12 6 0,04 10,14 (0,03-0,81)
Tiéu cau sau 3 tuan 18,4 +£ 6,9 21,5+ 8,4 0,03 10,86 (0,65-1,21)

Nhén xét: Nhdm cb chlfa allele G dét bién (TG va GG) cd tudi trung binh thdp hon nhém kiéu gen
TT, tuy nhién su’ khac biét khdng c6 y nghia. Gii nam va tiéu cau sau 3 tudn & nhém dong hop tr TT thi
c6 khac biét v8i nhdm cd chira allele G dot bién cé y nghia thong ké véi p lan luct la 0,04 va 0,03.

Bang 5. Pac diém IAm sang GTCMD vdi kiéu gen IFNA17 rs9298814 ¢ nhom GTCMD

khéng man tinh

Kiéu gen IFNA17 rs9298814
Dc diém TT (n=25) n(%) TG + GG (n=132) n(%) | p | OR (95%Cl)
Trung binh + d6 1éch chudn [Trung binh + dd Iéch chudn
Tudi 22,6 £ 25,2 29,9 £ 55,7 <0,05|0,76 (0,40-1,29)
Gii nam 8 77 <0,050,34 (0,14-0,83)
Ti€éu cau sau 3 tuan 38,4 £ 16,9 54,2 £ 21,4 <0,05|0,71 (0,58-0,84)

Nh3n xét: Ca 3 dic diém vé tudi, gidi nam va tiéu cau sau 3 tuan & ki€u gen TT thi cé khac biét
vGi nhdm (TG+GG) cd y nghia thong ké véi p déu <0,05.

IV. BAN LUAN

4.1. Pic diém chung cha déi tugng
nghién ciru. Nhdm GTCMD va nhém ching cé
su’ tuong dong vé dd tudi va gidi. Ghi nhan c6 su
khac biét rd rét vé s6 lugng ti€u cau tai thdi diém
nhap vién. Diéu nay cho thdy cac mau ching
dugc thu thap cé murc d6 tuong dong vé ddc tinh
dan s6 chung. Tuy nhién, s6 lugng mau ching
con han ché& nén ¢ thé chua xac dinh day da su
khac biét vé cac ddc diém, nhat 1a trong khao sat

phan bo tan suét clia cac allele clia gen can khao sét.

4.2. Pic diém phan bd kiéu gen va
allele ciia gen IFNA17 rs9298814 & nhém
GTCMD va nhém chirng. Nhom ching cé su
phan bd allele tuong tu' vai ghi nhan cla tac gia
Nazif Elaldi khi mo6 ta vé tan suét cua allele T va
G tai Thd Nhi Ky*. Tuy nhién tan sudt phan bg
cla gen IFNA17 rs9298814 van chua dugc ghi
nhan trong quan thé dan s Viét Nam. Vi thé
cling khé trdnh dugc su sai biét véi biéu hién
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chung clia gen trong dan s& do s6 lugng miu
con han ché.

Ghi nhan tir nghién clru cho thay tan suat
dot bién tUr T sang G thudng gap & bénh nhéan
GTCMD. biéu nay ciing dugc nhiéu nghién ciu
khac dé cap trén bénh nhan GTCMD. C4 nhiéu vi
tri SNPs trén gen IFNA17 dugc gh| nhan co lién
quan dén biéu_hién clia mét s6 bénh ly nhiém
tring va tu mién. SNPs rs9298814 IFNA17 dugc
ghi nhan c6 lién quan dén bénh ly GTCMD, ddc
biét trong mai tuong quan vdi kha nang dién tién
man tinh cia bénh. Co ché& chinh cd thé lién
guan dén su bai tiét cia TGF-B va diéu nay co
thé anh hudng dén sé lugng té€ bao chirc nang
cua t€ bao T diéu hoa.

Su khac biét gitra 3 ki€u gen (TT,TG va GG)
cling c6 y nghia thong ké gilta bénh nhan
GTCMD va nhdm chiing. Su’ khac biét clia ki€u
gen GG gilta nhdm bénh va nhém chiing la cé
khac biét c6 y nghia. Tuy nhién, do s6 lugng
mau nghién cu con han ché, do dé chidng toéi
tap trung vao phan tich vé su hién dién cua allele
G trong so sanh vGi dan s6 chung.

4.3. Pac diém phan bo ki€u gen va
allele cia gen IFNA17 rs9298814 véi do
nang va dién tién man tinh cia GTCMD.
Nhom bénh nhan khong mang allele G dugc ghi
nhan c6 mic do giam ti€u cau ndng han va kha
nang dién ti€én man tinh cao han so véi nhdom co
mang allele nay. Biéu nay cling dugc ghi nhan &
cac nghién ciru khac. IFNA la mot cytokin c6 vai
trd quan trong trong dap 'ng mién dich véi virus
va ung thu va dugc phat trién thanh mot liéu
phap diéu tri trong cac linh vuc nay. Ngoai ra,
IFNA cung glLr vai trd quan trong trong su phat
trién cla cac bénh ly ty mién. con dugng IFNA
tang hoat trong mét s6 bénh ly tv mien nhu
Lupus, viém tuyén giap... Tuy nhién su dét bién
SNPs & mot vai vi tri trén gen IFNA dudc ghi
nhan khién cho qua trinh tao thanh cac cytokin
viém giam di, tir d6 khién cho cac bénh ly trén
dién tién thuan Igi han. IFNA17 dudc ghi nhan c6
anh hudng quan trong Ién con dudng tin hiéu
TGF-B, su dot bién tai vi tri rs9298814 T184G
lam tdng tin hiéu kich hoat ciia TGF-B Ién té bao
T diéu hoa, giup cho qué trinh diéu hoa mién
dich dlen ra tét han, gilup ngu‘dl mang allele G
nay dé kiém soat su mat can béng gitra T gilp
dd va T diéu hoa. Tt d6 khi€n cho bénh dé dap
(g va dién tién thuan Igi hanl363,

Ki€u gen GG thi it gap nhat & nhom dién tién
man tinh, k& dén 13 kiéu gen TG va gdp nhiéu
nhat 13 Kidu gen TT, su khac biét vé tan sudt
gitta 3 nhém ki€u gen nay so vdi nhdm khdng
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man la cd y nghia thong ké vé&i p<0,05. Tuy
nhién do s6 lugng mau thu thap trong nghién
cru con han ché & tirng nhém vi thé chdng toi
tap trung néu lén su khac biét khi c6 va khong
c6 su xuat hién cua allele G trong hai nhom bénh
nhan nhdm dua ra dudc su khac biét cd y nghia
Ung dung hon trén lIam sang.

Gia tri tiu cau & thdi diém sau 3 tudn & nhém
c6 mang allele G cao hon c6 y nghia théng ké &
ca hai nhém man va khéng man véi p<0,05. Tuy
nhién & nhém dién tién khong man tinh c6 xu
huéng phuc hdi nhanh hon va sé lugng ti€u cau
tdng cao hon sau 3 tuan. biéu nay lam ro thém
vai tro cua allele G c¢é lién quan mat thiét dén do
nang va kha nang man tinh cta bénh.

Ngoai IFNA17, cac IFNA khac trong ho
interleukin ciing c6 nhu’ng vai trdo khac nhau Ién
lén sy can bang mien dich dugc dé cap & trén.
bong thoi, GTCMD la mot r6i loan mien dich
khong d‘(“)ng nhat va phdc tap. Vi thé can nén
khao sat thém nhiéu bién d6i vé cac gen thudc
nhom diéu hoa mién dich khac nhu IL, TNF,
IFNA khac d€ c6 danh gid cu thé hon. Nhiéu
nghién clu da cho thay vai tro két hop clia cac
ki€u hinh khac nhau & cac gen nay déu cd anh
hudng lén dién ti€én va d6 nang cla bénh. Do dé
khao sat thém nhiéu méi tuong quan két hgp la
hudng phat trién ti€p theo nham dua ra md hinh
tién lugng t6t han cho ngudi bénh3468,

Phat tri€n nhiing hi€u biét vé& gen va cac thé
dét bién cua ching sé gilp cho cac phuang phap
diéu tri tring dich nhu anti IFN, anti IL,... sé
ngay cang hiéu qua va mang lai Igi ich cling nhu
giam thiéu tdc dung phu trong diéu tri. Cac
thong tin vé gen va tinh da hinh cla ching trén
ting c& thé la mdt phan rat quan trong trong
viéc ca thé hoa diéu tri theo xu hudng hién nay.

Trong nghién cfu nay st dung phuong phap
xac dinh dot bién SNPs khong qua phlc tap
nhung da cung cap dugc thém kha ndng du
doan va tién lugng vé d6 nang cling nhu dien
tién cla bénh. Thi€t nghi & nhiing cd sd trung
tdm nén trién khai ing dung trén dién rong dé
c6 thé gilp dd t6t han cho qua trinh diéu tri va
tién lugng trong thuc té€ kham va diéu tri bénh.

V. KET LUAN

Qua nghién cru mo ta két hgp tién clu trén
205 bénh nhi GTCMD va 30 tré & nhdm ching tai
khoa SGt xuat huyét-Huyét hoc Bénh vién Nhi
Pong 1, chdng t6i ghi nhan nhu sau: ti I€ phan
b6 allele T/G & nhdom bénh nhan GTCMD la
56,3/43,7. Ti 16 XHGTCMD man tinh 1a 23,4%.
Dot bién allele G dugc ghi nhdn xay ra G cac
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trudng hop dién tién khong man tinh cua
GTCMD. Cé mdi tuang quan nghich giira ti Ié dot
bién gen IFNA17 rs9298814 ti T sang G Vdi
GTCMD man.

VI. KIEN NGHI
Trién khai giai trinh tu & cac cd sé trung tam
nhdm tién lugng t6t han cho ngudi bénh
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PANH GIA SU’ HAI LONG VA CAC YEU TO LIEN QUAN
O’ NGU'O'I BENH PHOI TAC NGHEN MAN TiNH PIEU TRI
TAI BENH VIEN PA KHOA XANH PON

P Pinh Tung!, Nguyén Thi Hoa Huyén2, Nguyén Bich Ngoc!

TOM TAT

Muc tiéu: Danh gia su' hai long va cac mdi lién
quan & ngerl bénh ph6i tac nghen man tinh diéu tri
tai B&nh vién Pa khoa Xanh Pon nam 2022. Phuong
phap: 121 d6i tugng mac bénh ph0| tac nghén man
tinh du‘cjc khao sat vé su hai Iong tir d6 phan tich cac
yeu to lién quan. Két qua Ty |é ngudi bénh danh gia
muc do rat hai Iong va hai Iong tudng Lrng la 50,4%
Vva 26,4%. Nhom tudi = 70 tudi co két ~qua cham séc
t8t hon 3,0 [an so vdi nhém < 70 tudi (p = 0,01).
Nhom nguGi bénh & thanh thi co két qua cham séc
diéu dudng tét hon 4,8 [an so véi nhém nong thong (p
= 0,01). Thdi gian mac bénh dudi 5 ndm cd ty 1& cham
soc diéu dudng cao han 1,9 [an so vdi nhém da méc
bénh hon 5 nam (p= 0,03). Nhom ngudi bénh nhap
vién sc’fm, ¢ thai gian xuat hién triéu chL'rng trudc
nhap vién tir 1 — 3 ngay cé két qua cham sdc tot hon
gap 3,4 lan so v8i nhdm nhap vién mudn sau 3 ngay
(p = 001) Két luan: Ty Ié ngerl bénh phéi tac
nghén man tinh c6 mdc do chdm soc rat hai Iong va
hai 1ong 1a 50,4% va 26,4%. Nhom tui > 70 tudi, thdi
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gian mac benh dudi 5 nam va séng & thanh thi cd két
qua chdm soc diéu duBng t6t han so véi nhém khac.

Tur khoa: Benh phoi tdc ngh&n man tinh; COPD;
sy hai long, cham sdc

SUMMARY
EVALUATION OF SATISFACTION AND
RELATED FACTORS IN PATIENTS WITH
CHRONIC OBSTRUCTIVE PULMONARY
DISEASE TREATED AT XANH PON GENERAL
HOSPITAL
Objective: To evaluate the satisfaction and
related factors in patients with chronic obstructive
pulmonary disease (COPD) treated at Xanh Pon
General Hospital in 2022. Methods: 121 patients with
COPD were surveyed about their satisfaction and
analyzed for related factors. Results: The proportion
of patients who rated the level of care as very satisfied
and satisfied was 50.4% and 26.4%, respectively. The
group aged >70 years had care results 3.0 times
better than the group aged <70 years (p = 0.01). The
group of patients living in urban areas had nursing
care results 4.8 times better than the rural group (p =
0.01). Patients with a disease duration of less than 5
years had a nursing care rate 1.9 times higher than
those who had been sick for more than 5 years (p
<0.03). Patients who were admitted early and had
symptoms appearing 1-3 days before admission had
care results 3.4 times better than those who were
admitted late after 3 days (p = 0.01). Conclusion:
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