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PAC PIEM PONG NHIEM VI KHUAN TREN BENH NHAN COVID-19
TAI BENH VIEN HOI SU’C COVID-19
Lé Phwong Mai!, Truong Thién Phi!, Tran Trong Tin',

Nguyén Thi Nam Phwong', Tran Thi My Duyén', Nguyén Quang Tin',
Ping Anh Tuan', Nguyén Vin Thanh!, Ta Tuan Khanh!, Nguyén Tuian Anh'

TOM TAT .

Muc tiéu: M6 ta déc diém dong nhiém vi khuén
tren benh nhan COVID-19 va khang sinh do tich Iuy
clia cac vi khudn thudng gdp tai bénh vién Hoi Sch
COVID-19. P6i tugng: DI liéu vi sinh tai bénh vién
hoi siic COVID-19 tIr 01/09/2021 dén 31/01/2022.
Phu’dng phap nghlen clru: Hoi clu, cét ngang mo
ta. Két qua: Ty Ié bénh nhan COVID 19 ¢b dong
nhlem vi khuén 3 58,8% (705/1200). DBbng_nhiem vi
khudn dau tién phd blen nhat [& nhiém khu3n hé hap
74,5% (525/705). Téng cOng 843 chung vi khun gay
benh derc phan 1ap, trong d6 chl yéu 13 truc khudn
Gram &m vdi Acinetobacter baumannii chiém ty Ié cao
nhat 1a 35,2% (303/843). Acinetobacter baumannii,
Klebsiella pneumoniae, Pseudomonas aeruginosa co ty
I&é nhay cam dudi 20% vdi hau hét cac khang sinh.
Két luan: Han 50% benh nhan COVID-19 nang va
nguy k|ch c6 dong nh|em cac vi khuén. Nhiém khuan
phé bién nhat 13 nhlem khuan hé hap. Cac vi khudn
thuGna gap it nhay cam vdi cac khang sinh thu’dng s
dung. T&' khda: COVID-19, déng nhiém vi khuan,
nhay cam khang sinh

SUMMARY

CHARACTERISTICS OF BACTERIAL
COINFECTION IN COVID-19 PATIENTS AT
HOI SUC COVID-19 HOSPITAL

Object: Describe the characteristics of co-
infection and the cumulative  antimicrobial
susceptibility data in COVID-19 patients at the Hoi Suc
COVID-19 hospital. Study subjects: Microbiology
data at the Hoi Suc COVID-19 hospital from
01/09/2021 to 31/01/2022. Method: A descriptive
cross-sectional study. Results: The proportion of
COVID-19 patients with bacterial co-infection was
58.8% (705/1200). The first common types co-
infections recorded was respiratory infections
accounted for 74.5% (525/705). A total of 843
pathogenic bacteria strains were isolated, of which
mainly Gram-negative bacilli with Acinetobacter
baumannii accounted for the highest rate of 35.2%
(303/843). The cumulative antimicrobial susceptibility
data of Acinetobacter baumannii, Klebsiella
pneumoniae, Pseudomonas aeruginosa showed a
susceptibility rate under 20% to most antibiotics.
Conclusion: More than 50% of severe and critical
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COVID-19 had bacterial co-infection. The most
common infections was respiratory tract infection. The
bacteria were less susceptible to commonly used
antibiotics. Keywords: Bacterial Coinfections, COVID-
19, antimicrobial susceptible

I. DAT VAN DE

COVID-19 (The coronavirus disease 2019) la
bénh truyén nhiém cap tinh thuéc nhém A do
virus SARS-CoV-2 gay ra, lan dau dugc ghi nhan
tai Trung Qu6’c va dquc biét dén la nguyén nhan
gay ra viém phdi nang cling nhu hoi chng suy
ho hap cap (ARDS) Vi ty 18 tir vong dang ké (1).
DPong nhiém vi khuédn la mot bién ching ph6
bién clia nhidu bénh nhiém khudn dudng hd hap
do vi rut lam tdng nguy cd suy h6é hap, kéo dai
thai gian diéu tri tai khoa Hoi sdc tich cuc cling
nhu 1a téng ty 1é t&r vong (2). Theo cac nghién
cltu dugc cong bg, ty 1& bénh nhan COVID-19 cd
ghi nhan dong nhiém vi khuan va/ hodc vi ndm
trong thdi gian diéu tri dao dong tir 1 dén 15%
tuy theo khu vuc dia ly, véi nhiém khuan hd hap
va nhiém khuan huyet I3 hai loai dong nhiém vi
khuan thuGng gdp (3),(4), (5) (6). Tuy nhién, ty
|é ddng nhiém vi khuan cta bénh nhan COVID-
19 diéu tri tai khoa hdi sirc tich cuc cé thé Ién
dén trén 60% (7). Nghién clru cla Elad Goldberg
& Ella H. Sklan (2021) tai Israel thi tac nhan gay
bénh chi yéu chi cd Staphylococcus aureus,
Pseudomonas aeruginosa, trong khi dé nghién
cttu clia Trugng Anh Thu (2020) tai Viét Nam thi
phan 16n do Klebsiella pneumoniae va
Acinetobacter baumannii.

Bénh vién Hoi sirc COVID-19 bat dau di vao
hoat dong vao ngay 14 thang 7 ndm 2021 vdi
cong suat 1.000 giudng hoi stc tich cuc chuyén
sau diéu tri bénh nhan COVID-19 ndng va nguy
kich tai cd sd 2 cua BV Ung Budu theo mo hinh
diéu tri thép 3 tang cla thanh ph6 HO Chi Minh.
Phan 16n cac bénh nhan tai cac don vi hoi suc la
nhom doi tugng co nguy cg cao doéng nhiém vi
khu&n. Nghién cltu cla Scott T. Micek va cong su
(2013) cho thay viéc cham st dung khang sinh
phu hgp cd thé 1am gia tdng ty I€ ti vong & bénh
nhan viém phd&i bénh vién. Ngoai ra, theo phac
d6 diéu tri cho nhém bénh nhan COVID-19 c6
bién ching ndng, nguy kich dugdc b0 y té€ Viét
Nam ban hanh nam 2022 (QD 250/BYT ban hanh
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28/01/2022) sir dung khang sinh la mot trong
nhitng nguyén tac diéu tri dugc ap dung. Khang
sinh thudng dugc st dung trudc khi co két qua
nudi cdy vi sinh, dua trén dic diém dé khang
khang sinh d3c thu cho tirng nhdm bénh nhan.
Vi vdy, cac bao cdo vé ddc diém vi khuan la dir
liéu rat quan trong dé xay dLrng cac hufdng dan
st dung khang sinh ban dau ciing nhu gép phan
cai thién cac chuong trinh quan ly khang sinh
hién co.

Il. DOI TUONG VA PHUONG PHAP NGHIEN CUU

Poi tugng nghién ciru: DT liéu vé vi sinh
phan 1ap tai bénh vién h6i sic COVID-19 tu
01/09/2021 dén 31/01/2022.

Phuong phap nghién ciru: Nghién ciu mo
ta cat ngang thdng qua hodi clru di liéu tai khoa
xét nghiém bénh vién hoéi si'c COVID-19. Chlng
t6i ti€én hanh chon loc cac sob liéu tur phén mém
luu trr lién quan dén két qua nudi cay duacng
tinh bao gém mau bénh pham, vi khuan phan lap
dugc va ty 1& vi khudn nhay cdm véi cac khang
sinh theo tiéu chudn cla Vién chudn thic xét
nghiém |am sang Hoa Ky (CLSI).

Xir ly két qua: Sir dung phan mém Excel
2016 trong thong ké va phan tich so liéu. Cac bién
dinh tinh dugc m6 ta theo s6 lugng va ty € %.

Van dé y dirc: nghién cru chi thu thap két
qua tr phan mém luu trir, khong can thiép vao
qua trinh diéu tri. Két qua nghién clu goép phan
vao giam sat st dung khang sinh hiéu qua han.

INl. KET QUA NGHIEN CU'U
T 01/09/2021 dén 31/01/2022 c6 1200 BN
COVID-19 nhap vién diéu tri tai bénh vién HOi
siic COVID-19 (HSCV) cd chi dinh nu6i cdy vi
sinh. Trong dé 705 BN c6 két qua nudi cé'y
dugng tinh, chiém ty Ié 58,8%); vdi tdng cdng
853 chang vi khuan gay bénh dugc Ehan Iap
Bang 1: Pac diém dong nhiém vi khuan
trén BN COVID-19 (n = 705)
Két qua nudi cay

loai VK 79,0% (557/705 BN).
Bang 2: Pdc diém nhiém khuén khoa
Hoi suc tich cuc (HSTC) va cac khoa khac

n Khoa
Phan loai SO0 BN
HSTC Khoa
0,
nhiém khuan (%) (%) |khac (%)
Nhiém khuan
hé hap 525 (74,5) |298 (56,8)227 (43,2)
Nhiém khuan
huyét , 164 (23,3) |108 (65,9)| 56 (34,1)
Nhiem Khuan | 16 2,3) | 4 (25,0) |12 (75,0)
Téng 705 (100) 410 (58,2)[295 (41,8)

Nhdn xét: Trong 705 BN co két qua nudi
cay vi sinh dudng tinh, cé 58,2% BN (410/705)
diéu tri tai khoa HSTC. BN tai HSTC co ty 1é
nhiém khudn huyét cao hon cac khoa khéc.
Trong khi d6, BN & cac khoa khac co ty 1€ cac
nhiém khun khac cao hon.

Bdng 3: Pdc diém vi khudn tai bénh
vién Hoi sirc COVID-19 (n = 853 chiing)

S.I'_I' Tén vi khuan szr:gg;g TX/ole‘
1 Truc khudn gram am 807 [94,6
2 | Acinetobacter baumannii 303 35,5
3 Klebsiella pneumoniae 227 26,6
4 Pandoraea spp. 60 7,0
5| Pseudomonas aeruginosa 55 6,4

Stenotrophomonas
6 maltophilia 38 44
7 |Burkholderia cepacia complex] 35 4,1
8 Escherichia coli 33 3,9
9 | Truc khudn Gram am khac 56 6,6

10| Cau khudn Gram ducng 41 4,8
11| Truc khuidn Gram ducng 5 0,6

Téng 853 [100

Nhan xét: Phan 16n cac vi khuén phan lap
dugc thudc nhdom truc khudn gram am 94,6%
(807/853 chlng), trong dd Acinetobacter
baumannii chiém ty Ié cao nhat.

Bang 4: Bdc diém vi khuén trong nhiém
khudn hé hap (n = 669 ching)

"°ﬁ'h:'§:1em Sg,/oB)N 1 loai VK] 2 loai VK

' (%) (%)
Nhiém khuan

hd hép 525 (74,5) |381 (72,6)| 144 (20,5)
Nhiém khuan

huyét 164 (23,3) |160 (97,6)| 4 (0,6)
Nhiém khuan

hac 16 (2,3) | 16 (100) -

Téng 705 (100) [557 (79,0)[148 (21,0)

Nhén xét: Dong nhiém phé bién nhit BN
COVID-19 la nhiém khuan hd hép vdi ty 1é
74,5% (525/705 BN). Phan I6n BN dong nhiem 1

T Tén vi khudn sz;gggg e
1 Truc khudn gram am 662 99
2 | Acinetobacter baumannii 280 41,9
3 Klebsiella pneumoniae 214 32,0
4 | Pseudomonas aeruginosa 54 8,1

Stenotrophomonas
3 maltophilia 28 42

6 Escherichia coli 27 4,0

7 | Truc khudn Gram am khac 60 9,0
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8 Staphylococcus aureus 6 0,9
9 | Corynebacterium striatum 1 0,1
Toéng 669 [100

Nhan xét: Phan I6n tac nhan phan 1ap dugc

35%, sau doé la Klebsiella pneumoniae vai ty 1€
24%.

Bang 7: Pac diém vi khudn phan I3p tai
khoa khac (non-ICU)

trén cac bénh nhan COVID-19 c6 nhiém khudn S Tén vi khudn _ S6 lugng[Ty 1€ %
hé hdp & nhém truc khudn gram am 99% | 1 | Truc khuan gram am 328 92,7
(662/669 chung). Trong do6, Acinetobacter 2 | Acinetobacter baumannii| 128 36,2
baumannii chiém ty |é cao nhat la 41,9%. 5 3 | Klebsiella pneumoniae 107 30,2
Bang 5: Bac diém vi khudn trong nhiém | 4 Escherichia coli 18 5,1
khuan huyét (n = 168 chung) 5 Pandoraea spp. 17 4,8
ST P ° So |Tylé 6 | Pseudomonas aeruginosa| 15 4,2
T Tenvi kh,uan (NKH) lugng| % . Stenotrophomonas 13 37
1 Truc khuan gram am 140 |83,9 maltophilia !
2 Pandoraea spp. 60 |35,7 g | Truc khudn Gram am 30 85
3| Burkholderia cepacia complex | 23 |13,7 khac !
4 Acinetobacter baumannii 22 13,1 9 | Cau khudn Gram duong 24 6,8
Staphylococcus spp. khac (ngoai Corynebacterium
3 trr S. aureus) 171101 10 urealyticum 2 0,6
6 Klebsiella pneumoniae 13 7,7 Tong 354 100
7 | Stenotrophomonas maltophilia | 10 | 6,0 Nhan xét: Phan I6n tac nhan phan lap dugc
8 Enterococcus faecium 5 3,0 tai cac khoa ngoai khoa HSTC la truc khuén
9 Escherichia coli 4 2,4 Gram am chiém 92,7% (328/354 ching). Trong
10| Truc khudn Gram am khac 8 4,8 dd Acinetobacter baumannii chiém ty Ié cao nhat
11| Cau khuan Gram dudng khac 3 1,8 la 36,2%, sau do la Klebsiella pneumoniae véi ty
12[  Truc khudn Gram duong 3 [ 1,8] 1€30,2%. i
Téng 168 | 100 Khang sinh do6 tich Ity cua vi khuan trong

Nh3n xét: Tac nhan gay nhiém khuan huyét
phd bién nhat trén bénh nhdn COVID-19 I3
Pandoraea spp. 35,7%, sau d6 la Burkholderia
cepacia complex véi ty 1€ 13,7%.

Bang 6: Pdc diém vi khudn phéan I3p tai
khoa Héi sirc tich cuc (HSTC)

S.I'_I' Tén vi khuan I u’?_i%g TOV/JG.!
1 Truc khudn gram dm 525 | 96
2 Acinetobacter baumannii 175 |35,0
3 Klebsiella pneumoniae 120 24,0
4 Pandoraea spp. 43 | 8,6
5 Pseudomonas aeruginosa 40 | 8,0
6 | Burkholderia cepacia complex | 30 | 6,0
7 | Stenotrophomonas maltophilia| 25 | 5,0
8 | Elizabethkingia meningoseptica| 16 | 3,2
9 Escherichia coli 15 | 3,0
10| Truc khudn Gram am khac 16 | 3,2
11 Cau khuén Gram duong 17 [ 34
12|  Truc khudn Gram duong 3 /06
Téng 545 (100

Nhan xét: Trong 410 BN COVID-19 ghi
nhan nhiém khun tai khoa HSTC chiing t6i phan
lap dugc 545 chung vi khuén, chd y&u 1a nhém
truc khudn Gram am chiém ty & 96%. Trong do
Acinetobacter baumannii chiém ty Ié cao nhat la
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nghién clu nhu sau: Acinetobacter baumannii
(A. baumannii) c6 ty 1€ nhay cam véi cac khang
sinh B-lactam (cephalosporin thé hé 3, 4,
carbapenems va B-lactam phdi hgp) la rat thap
(khoang 5%). Ty Ié nhay cdm cla A. baumannii
déi véi nhém aminoglycoside ciing chi khoang
20%. Tat ca cac chdng A. baumannii van cé mic
MIC cta colisin dudi 2 yg/mL.

Klebsiella pneumoniae (K. Pneumoniae) cé ty
Ié nhay cdm véi cac khang sinh cling & mikc
thdp: khoang 5% vdi cephalosporin thé hé 3, 4,
10% véi cac B-lactam phdi hgp, 15% VGi
carbapenems, khoang 50% vGi aminoglycoside.
C6 xuat hién cac ching K. pneumoniae dé khang
vGi colistin. Ty Ié cac chiung K. pneumoniae cd
MIC cua colistin dugi 2 pug/mL la 88%.

Pandoraea spp. ¢ ty € nhay cadm vdéi
ceftriaxone, piperacillin-tazobactam,
trimethoprim-sulfamethoxazole gan nhu I3
100%, 82% v@&i khang sinh imipenem va 71%
V@i ciprofloxacin.

Pseudomonas aeruginosa (P. aeruginosa) co
ty 1& nhay cdm vdi cac khang sinh nhom
cephalosporin thé hé 3, 4, carbapenems, B-
lactam phdi hgp, aminoglycoside dao dong tir 10
- 25%. T&t ca cac chung P. aeruginosa c6 muc
MIC ddi vdi colistin dudi 2 pg/mL.
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Burkholderia cepacia complex (B. cepacia
complex) cd ty Ié€ nhay cam vdi cac khang sinh
thudng dung véGi ty |1é€ cao nhu: 95% Vdi
ceftazidime, 97% vdi meropenem, 100% vdi
trimethoprim-sulfamethoxazole, nhung ty I€ nay
chi dat 63% doi vai levofloxacin.

Stenotrophomonas maltophilia (S.
maltophilia) c6 ty 1€ nhay cdm cao Vi
levofloxacin (83%) va trimethoprim-
sulfamethoxazole (82%).

Escherichia coli (E. coli) c6 ty &€ nhay cam
vGi amikacin van con rat cao (94%).

IV. BAN LUAN

Theo cac nghién clfu dudc cdng bo, ty 1&é BN
COVID-19 cé ghi nhdn ddng nhiém vi khudn va/
hodc vi nam trong thai gian diéu tri dao dong tu
1 dén 15% tuy theo khu vuc dia ly, véi nhiém
khuén h6é hap va nhiém khudn huyét 13 hai loai
doéng nhiém vi khuan thuGng gap (3), (4), (5),(6).
Tuy nhién, ty I& dong nhiém vi khudn cta bénh
nhan COVID-19 diéu tri tai khoa hoi strc tich cuc
cé thé 18n dén trén 60% (7). K&t qua nghién
cttu cho thdy hon mot nira BN COVID-19 tai BV
HSCV 58,8% (705/1200 BN) c6 ghi nhan dong
nhiém vi khudn trong sudt qua trinh diéu tri.
Piéu nay co thé la do ddc diém BN tai BV HSCV:
bénh vién la cd sd y t€ ti€p nhan diéu tri cho BN
COVID-19 dugc phan loai nang va nguy kich véi
c6ng suat 1000 giudng HSTC theo mo hinh thap
3 tang. Nghién clu cla Alexandre Elabbadi va
cong su trén 101 BN COVID-19 diéu tri tai khoa
HSTC clia Phép cho thay véi ty 1& dong nhiém 3
67,3% (68/101 BN); trong do6, 19,8% BN
(20/101) ghi nhan nhiém khuan trong vong 48
gid dau tién nhap khoa HSTC va 47,5% BN
(48/101) ghi nhan sau khoang 7,5 ngay (7)

Cac loai dong nhieém thu‘dng gdp trong
nghién cltu clia chling tdi la nhiém khudn hé hap
(74,5%) va nhiém khuan huyet (23,3%). Khi so
sanh ddc diém nhiém khuan & khoa HSTC va cac
khoa khac, ching toi nhan thdy ty lé nhiém
khudn huyét 8 nhém BN khoa HSTC (65,9%) cao
han gap khoang 2 lan so vdi cac khoa khac
(34,1%), trong khi d6 BN & cac khoa khac
thudng bi nhiém khuan khac ngoai nhlem khuén
ho hap va nhlem khuén huyet (nhu‘ nhiém khuan
tiét niéu, nhiém khudn da mdé mém...). C4 thé 13
do BN & cac khoa HSTC la nhitng BN rat nang va
nguy kich, co thgi gian diéu tri kéo dai, sir dung
nhiéu thu thuat can thiép va dat nhiéu dudng
truyén cling nhu dung cu y khoa nhu catheter.
Do ddé nguy co nhiém khuan huyét sé cao han
nhém BN diéu tri 6 cac khoa khac.

Vé déc diém vi khudn phan bd tai bénh vién
HSCV, chung t6i nhan thdy phan I6n cac BN
dong nhiém vdi 1 loai VK 79% (557/705 BN).
Tuy nhién trong nhom BN COVID-19 cé kém
nhiém khudn hd hap thi c6 21% (144/525 BN)
duong tinh véi 2 tdc nhan gay bénh. Nguyén
nhan cd thé 1a do cac BN diéu tri tai BV HSCV
phan I6n can can thi€p ho trg ho hap, do dé ting
kha ndng nhiém khudn ho hadp do nhiéu tac
nhan. Phan I6n cac tac nhan phan lap dugc tai
bénh vién BV HSCV la nhom vi khudn Gram &m
94,6% (807/853 «chung), chu vyéu la A.
baumannii  35,5% (303/853 ching) va K.
pneumoniae 26,6% (227/853 chung). Cac BN
diéu tri tai bénh vién HSCV phan Ién la nhitng BN
da dugc diéu tri & cac bénh vién tuyén cc s@
trudc d6, ma hién nay A. baumannii va K.
pneumoniae la hai tac nhan thu’dng gay ra cac
nhiém khuan lién quan dén cham soc y té tai cac
bénh vién, cé thé vi vay ty 1& nhiém khuan do 2
tdc nhan tai bénh vién HSCV cling chiém ty Ié
cao nhat. Két qua nghién cru cta chdng toi ciing
tudng tu nhu tac gia trong nudc nhu Truong
Anh Thu va cong su (2020) tai Da Nang. Trong
khi do6, cac bao cao trén thé&€ gigi ghi nhan vi
khudn dong nhiém trén BN COVID-19 diéu tri tai
khoa HSTC chu yéu la do S. aureus va P.
aeruginosa. Nghién cfu ciia Carolina Garcia-Vidal
(2020) tai Barcelona (Tay Ban Nha) cho thdy hau
hét vi khudn gay bénh phéan 1&p tir BN COVID-19
la S. aureus, P. aeruginosa, E. coliva K.
pneumoniae. Nghién clfu ctia Elad Goldberg &
Ella H. Sklan (2021) tai Israel thi tac nhan gay
bénh cha ye'u chi cé S. aureus, P. aeruglnosa
Diéu nay co thé la do su khac biét vé dic diém
dich t€ cta vi khudn gdy bénh dang luu hanh
theo khu vuc, dia ly va ddi tugng nhiém khuan.

Ngoa| ra, ching toi nhan thdy cé su thay doi
vi khuén gay bénh trong cac loai nhiém khuan.
Néu nhu nhiém khudn ho hap chi yéu do A.
baumannii va K. pneumoniae gay ra thi vi khuan
thuGng gap trong nhiém khudn huyét lai 13
Pandoraea spp. va B. cepacia complex. Trong
nghién clu cla ching toi Pandoraea spp. la vi
khudn Gram &m phd bién chi ding sau A.
baumannii va K. pneumoniae. Ddc diém phan bd
cla Pandoraea spp. tuong déi phu hgp véi vai
trd gay bénh trén BN bj xd phdi, mdt bién chiing
phd bién dugc ghi nhdn trén BN COVID-19 cd
tinh trang viém phdi ndng. Pandoraea spp. co ty
Ié nhay cam cao, nhay cdm gan nhu 100% vdi
cac  khang sinh ceftriaxone, piperacillin-
tazobactam, trimethoprim-sulfamethoxazole.
Trong nhém carbapenem, vi khuidn nay nhay
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cam chl yéu vdi imipenem (82%) va khang hoan
toan vdi meropenem. B. cepacia complex la mot
trong nhitng tadc nhan gay nhiém khuan lién
quan dén cham séc y té€ dang luu y, dac biét trén
cac BN cé dudc st dung nhiéu cac dung cu can
thiép y khoa. Vi khudn c6 thé ton tai rat lau trén
bé mét cling nhu trong chét sat khuédn. Do d6
trong diéu kién BN dong cac bién phap ki€ém soat
nhiém khuan khdng dudc &p dung day du co thé
ld nguyén nhan lam ting ty 1& nhiém khuan
huyét do vi khuén nay B. cepaC|a complex la
nhém truc khudn Gram am c6 dé khang tu' nhién
vGi nhiéu loai khang sinh. Tuy nhién vi khuén
nay van con nhay cam véi cac khang sinh cé thé
dieu tri nhu trén 90% VGi ceftzidime,
meropenem, trimethoprim-sulfamethoxazole (d6i
vdi B. cepacia complex).

Két qua nghién cliu cling cho thay déi vai
cac khang sinh thudng dudc sir dung phd bién
nhu cephalosporin thé hé 3,4, carbapenem, B-
lactam ph6i hgp, fluoroguinolon cac chung vi
khudn gram &m thudng gap tai bénh vién HSCV
nhu A. baumannii, P. aeruginosa, K. pneumoniae
co ty I1é nhay cam rat thdp (dudi 20%). Dac biét
la & A. baumannii, ty 1€ nhay cam vai cac khang
sinh nay chi con dudi 5%. Colistin thudng la
khang sinh dugc lua chon dé phdi hgp diéu tri
cac tru‘dng hgp nhiém vi khuan da khang thudc.
Tat ca cac chang A. baumannii va P. aeruginosa
trong nghién citu cé MIC d6i vdi colistin duGi
2ug/mL, do dd colistin ¢ thé dugc s dung
trong diéu tri. Trong khi do6, déi véi K.
pneumoniae ching toi da ghi nhan khoang 10%
cac ching nay dé khang véi colistin. DG6i vGi
nhoém aminoglycoside, ching téi nhan thay chi cé
E. coli con nhay cdm cao vGi amikacin (94%),
trong khi do ty 1€ nay & K. pneumoniae chi
khoang 50%. Khi so sanh vé&i nghién cltu théng
k& VINARES vé dic diém dé khang khang sinh
tai 13 bénh vién cla Viét Nam giai doan 2016 —
2017 (2021), chdng t6i nhan thay ty Ié dé khang
clia cac vi khuén tai bénh vién HSCV kha cao. C6
thé do déc diém mo hinh bénh tat tai bénh vién
HSCV la nhu’ng bénh nhan nang va nguy kich,
cac nhiém khuan méc phai thuding lién quan dén
cham séc y t€ do doé ty Ié dé khang khang sinh
cao han hdn so véi cac bénh vién khac.

Nhin chung, tinh hinh dé khang khang sinh
clia vi khuan Gram am trén BN COVID-19 tai
bénh vién HSCV la rat dang lo ngai badi vi cac vi
khudn nay hau nhu cd ty |1é nhay cam rat thap
V@i cac khang sinh thudng dung.
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Bénh nhan nhiém virus SARS—CoV-2 tai
bénh vién Hoi siic COVID-19 thudng dong nh|em
vi khudn gdy nhiém khudn ho hap va nhiém
khudn huyét. Phan 18n cac vi khudn phan lap
dudgc 1a nhédm truc khudn gram am véi déc diém
dé khang phirc tap, dé khang vdi nhiéu khang
sinh dang dugc st dung phd bién. Diéu nay
mang lai mot thach thiric cho cac bac si lam sang
khi phai d6i mat véi viéc lua chon khang sinh
diéu tri dau tay cho bénh nhan COVID-19 cé
nguy cd boi nhiém hodc nghi ngd dong nhiém vi
khuan khi chua c6 két qua nudi cdy vi sinh. Vi
vay, cac bdo cdo vé dic diém vi khudn va tinh
hinh dé khang khang sinh dang Iuu hanh tai dia
phugng nén dugc cap nhat lién tuc bdi vi su
khac biét vé déc diém phan bd va tinh nhay cam
khang sinh cta vi khuan. DBiéu nay gdp phan lam
cd sé xay dung cac phac d6 diéu tri khang sinh
ban dau hiéu qua gilp nang cao diéu tri cho
bénh nhan COVID-19,
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