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V. KET LUAN

VLDTT la mot bénh man tinh va bénh nhéan
can su dung thudc trong thdgi gian dai. Ti 1€
TDSDT chi dat 57.5%. Hiéu qua cla viéc diéu tri
phu thudc vao ca tac dung cla thudc va su tuan
thu ché do diéu tri cia bénh nhan. Do vay, viéc
ki€ém soat mirc do tudn tha dung thuSc cla bénh
nhan la rat can thiét.
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TOM TAT

Muc tiéu: Phan tich cac bat thuGng di truyén cua
thai c6 siéu am bat thuGng tim mach bang ky thuat
SNP array. Vdi phu‘dng phdp nghién clu mé ta cat
ngang, 62 thai co siéu am bat thudng tim mach trong
thoi gian tir 10/2022- 6/2023 dugc chan doan trudc
sinh tai Trung tdm chan doan trudc sinh bénh vién
Phu san Trung ugng. Trong d6 cé 13 thai chi c6 bat
thuding tim, 3 thai chi c6 bat thudng mach, 27 thai c6
bat thuf(‘jng ca tim va mach, 19 thai cé bat thm‘jng tim
mach va mot s6 cac bat thu‘c‘fng khac. Tat ca cac thai
deu cd két qua karyotype va két qua SNP array. Két
qua: Karyotype phat hién 4/62 (6,5%) thai co bat
thudng nhiém sic thé, SNP array phat hién 13/62
(21,0%) CVN bénh ly (su khéc biét véi p<0,05), 2/62
(3,2%) CNV chua rd y nghia 1am sang (VOUS) va 4/62
CNV lanh tinh va c6 kha nang lanh tinh (B,LB). Ty Ié
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CNV bénh ly tim thdy & nhom chi co di tat tim don doc
la 1/13 (7,6%) thap han nhém co di tat ca tim, mach
la 18,5% (5/27) va thdp han nhiéu so véi nhom cb ca
cac bat thudng khac ngoai bat thudng tim mach
31,6% (6/19). Két luan: SNP array da phat hién thém
SO VO'I karyotype 14, 5% cac CNV bénh ly lién quan vdi
bat terdng tim mach SNP array l& mdt ky thuat chan
doan trudc sinh cac thai co bat thu‘dng tim mach hiéu
qua va cung cap nerng hiéu biét cd gia tri dé tién
lugng thai, gilp tu’ van trudc sinh cé hiéu qua han.

T khoa SNP array, bénh tim bam sinh, chan
doan trudc sinh, siéu am thai.

SUMMARY
APPLYING SNP ARRAY TECHNIQUE TO
DETECT GENETIC ABNORMALITIES OF
FETUS WITH CARDIOVASCULAR
ABNORMALITIES ON ULTRASOUND
Objectives: analysis of the genetic obnormalities
of fetuses with echo-cardiographic abnormalities by
SNP array. Materials and methods: A cross-
sectional descriptive study on 62 fetuses with
cardiovascular malformations on ultrasound underwent
amniocentesis, during the period from 10/2022 to
6/2023, performed at the Center for Prenatal
Diagnosis of the National Hospital of Obstetrics and
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Gynecology. Results: SNP array detected 13/62
(21.0%) fetus with pathogenic copy number variations
(CNVs), 2/62 (3.2%) fetus with variants of unknown
significane (VOUS) and 4/62 (6.5%) fetus with benign
CNVs. Pathogenic CNVs was detected with the highest
rate in the group of multiple malformations with
cardiovascular abnormalities (31.6%), the rate in the
group cardiovascular abnormalities (18.5%), the
lowest rate was in the group of isolated heart defects
(7.6%). The detection rate of chromosomal
abnormalities of SNP array is higher than that of
karyotyping (21.0% compare to 6.5%) with statistical
significance (p < 0.05). Conclusion: SNP array
increases the overall detection of pathogenic CNVs by
14.5% compare to karyotyping, which improves the
detections associated with congenital heart disease
(CHD). SNP array is an effective prenatal diagnosis
technique for fetuses with cardiovascular abnormalities
and provides valuable insights for fetal prognosis,
making prenatal counseling more effective.

Keywords: SNP array, congenital heart disease,
copy number variation (CNV), chromosomal
abnormalities, karyotyping.

I. DAT VAN PE

Bénh tim bam sinh (CHD) bao gdm nhiing
bat thudng lién quan tdi cau trdc va chifc nang
cla tim, hay hé mach I6n xudt hién trong qua
trinh phét trién cla thai trong t&r cung bi€u hién
ngay thdi diém tré sinh ra. Bénh tim bam sinh
cling 1a mot bénh gdp phd bién gdp & thai, nd
anh hudng khoang 1% tré sinh ra séng [1]. Trén
toan cau, udc tinh c6 khoang 1,35 triéu tré em
mac bénh CHD méi ndm, tuy nhién ty I& nay van
ti€p tuc gia tdng trén toan thé gidi [2]. Quan
trong la nhdm bénh nhan bi CHD & ngudi trudng
thanh xuat hién, gay ra mot thach thic I16n doi
vGi stic khoée cong dong. Nhg nhiing tién bd 16n
chdn doan hinh &nh va trong phau thuét tim
mach nén viéc stfa chira cd hoc tré nén kha thi
d6i véi nhirng di tat tim théng thudng, cling nhu
di tat tim mach phdc tap nén ty 1€ s6ng sau phau
thuat da dugc cai thién, tuy nhién néu CHD la
mot trong nhitng ki€u hinh lién quan vdi cac héi
chitng di truyén thi sy thanh cong cua phau
thuat khong phai la su dam bao cho chat lugng
cudc séng binh thudng [3], do do viéc xac dinh
nguyén nhan bat thudng di truyén dugc uu tién
hang dau trong chan doan trudc sinh cac thai c6
CHD [4,5]. Ngay cang c6 nhiéu bang chiing cho
thdy co ché bénh sinh cua CHD c6 lién quan VvGi
b4t thudng nhiém sic thé (NST) va cac bat
thudng CNV (copy number variation). Vd&i ky
thudt truyén thdng cho chan dodn trudc sinh
bang 1ap karyotype chi c6 thé phat hién cac bat
thudng s6 lugng NST, hodc bat thudng cau tric
NST cd kich thudc tir 5-10Mb trd 1én. Ky thudt
SNP array da khac phuc dudc nhiing han ché cua
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ky thuat karyotyping. Nghién clru ctia Huang va
cong su (2021) cho thdy SNP array cé kha nang
phat hién thém 9,3% bién thé di truyén gay
bénh tim mach trong nhom karyotype binh
thudng [6]. Chinh vi vay ching toi ti€n hanh dé
tai nay vGi muc tiéu: Phdn tich cac bat thuong di
truyén cua thai co siéu dm tim mach béat thuong
béng ky thudt SNP array.

II. DOl TUQONG VA PHUONG PHAP NGHIEN CU'U

2.1. Poi tugng nghién ciru. 62 thai nhi
phat hién di tat tim mach trén siéu dm co chi dinh
choc hit 8i dé chan doan trudc sinh tai bénh vién
Phu san Trung uong tur 10/2022 — 6/2023.

2.2. Nghién ciru dudc thuc hién theo
phuong phap mo ta cat ngang

2.3. Cach tién hanh: Moi mau 6i du tiéu
chuén dudc tién hanh phan tich dong thdi theo 2
phudng phap: 1ap Karyotyping tur t€ bao 6i nuoi
cdy dua theo tiéu chudn ISCN 2020 va phén tich
két qua SNP array tir té€ bao 6i tuci (khéng qua
nuéi cdy t€ bao) theo quy trinh cia hang
Affymetrix, quét tin hiéu huynh quang nhG hé
thong GeneChip™ System 3000 Dx v2 vdi loai
chip 750K (gbm 200.000 SNPs va 550.000
CNVs), phua toan bd bé gen bao gom 80% cac
gen, CNV dudgc xac dinh vdi nguGng phan tich t6i
thi€u 25 markers va kich thudc khoang han 50kb
d6i véi mat doan va 200kb d6i véi nhan doan),
phan tich két qua bang phan mém ChAS 4.2 dua
trén cac cg s@ dif liéu nguén md Decipher,
Clinvar, Clingen, OMIM.

. KET QUA NGHIEN CcUU

3.1. Phan loai bat thuong tim, mach cia
thai trén siéu am.

Bang 1. Cac nhom bat thuong tim mach
trén siéu am thai

Cac nhom bat thuong siéu | So %
am cua thai lugng
Bat thugng chi & tim 13 20,96
Bat thudng chi @ mach 3 4,84
Bat thuGng ca tim va mach 27 43,55
Bat thudng tim mach két hgp
bat thuGng cg quan khac 19 30,65
Tong 62 100

3.2. Két qua phan tich SNP array
3.2.1. Két qua phan tich SNP array
Bang 2. Phan loai bién thé ban sao (CNV)

Loai CNV P LP[VOUS|LB| B [Tong|

SO lugng 13 0| 2 1] 3 |19

% 68,42 10,53 5,26|15,79/100%

0
. 4 (3 trisomy|
Gain 18) 0] 2 1 2 9
0

Loss 9 0 0 1 10
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P: bi bénh, LB: c6 kha nang bi bénh, VOUS:
chua rd y nghia Iam sang; B: lanh tinh; LB: cé
kha ndng lanh tinh

Co 13/62 (21,0%) thai c6 CVNs bénh ly,
trong do6 ¢ 4 tang doan NST (c6 3 thai trisomy
va 1 thai ¢ tang doan 22q11.1q11.21 |én 4 [an),
9 CNVs bénh ly c6 mat doan di hgp t NST. 2
thai c6 CNV VOUS (3,2%), 4 thai c6 CNV lanh
tinh/ c6 kha nang lanh tinh. Néu tinh CVNs bénh

va CNV VOUS thi SNP array da phat hién 15/62
thai chiém ty 1€ 24,19%. Kich thudc thém doan
I6n nhat > 80Mb, nho nhat gan 1,8Mb; con kich
thudc doan mat I6n nhat la gan 16Mb va nhd
nhat gan 0,8Mb.

3.2.2. Két qua CNVs voi két qua siéu am
thai. C6 19/62 thai co6 CNV, co 43 thai khong
phat hién CNV,

Bang 3: Doi chiéu két qua CNVs voi két qua siéu am thai

STT Cong thirc quoc té I OS?ERV Pac diém siéu &m
Két hgp di tat co quan khac - 7
Thong lién that. Khong thay dau hiéu ban tay
1 arrfGRCh38] P | md. Thai nho hon tudi thai (lién quan HC
18p11.32g23(136227_80255845)x3 Edwards)
5 arr[GRCh38] P Thong lién that. Bat thudng tu thé chi trén
18p11.32923(136227_80255845)x3 (lién quan HC Edwards)
3 arr[GRCh38] P Thong lién that, nang dam réi mach mac
18p11.32q23(136227_80255845)x3 (lién quan HC Edwards)
4 arr[GRCh38] p T chirng Fallot, thai nhd hon tudi thai
4p16.3p15.32(68454_15939113)x1 (Lién quan dén hoi chiing wolf-hirschhorn)
Thong lién that, hep van dong mach phoi, Ton
5 arr{GRCh38] p tai TMC trén bén trai, than phai lac chd
4p16.3p16.1(68454_8713854)x1 (Lién quan dén hoi chitng WoIF;-Hirs'chhorn.)
NGt tdng am bubng that trai, KSSG 6.5mm,
6 arr[GRCh38] P nang bach huyét vung co; (Hoi chirng lién
15q11.2(22582283_23370622)x1 quan: Chromosome 15q11.2 deletion
syndrome (OMIM 615656)).
arr[GRCh38 A LA LAl Dy A n
7 2q21.1(13017[6581_132)457942)x3 B Thong lién that. Ban chan veo. Du Oi
Tim + mach - 6
Thong lién that, dong mach chu nho. Hep
8 arr[GRCh38] P dudng ra that trai. (lién quan HC
22q11.21(18153983_21110475)x1 DiGieorge)
9 arr[GRCh38] P Hep van BMC, phinh gian xuat phat bMP
22q11.21(18929330_21110475)x1 (HC DiGieorge)
10 arr[GRCh38] p . T chirng Fallot
22q11.21(18929330_21110475)x1 (lién quan HC DiGieorge)
11 arrf[GRCh38] P Thong lién that nhd. DM chd léch phai
22q11.21(18147152_21110475)x1 (HC DiGieorge)
12 arr[GRCh38] P T chirng Fallot
22911.21(18147152_21110475)x1 (lién quan HC DiGieorge)
13 arr[GRCh38] LB Thi€u san that phai, teo chit van ba la. hep
17p11.2(21346933_22164048)x3 PMP
Tim-4
14 arrfGRCh38] p Thiéu san that trai. (Lién quan dén Hoi chirng
22911.1911.21(16408174_18166423)x4 22qg11.2 microduplication)
15 arr[GRCh38] VUS Bénh ong nhi that hoan toan.
9q34.3(136792773_137257249)x3 (Chua dud cd sé di liéu)
16 arr[GRCh38] VUS Thong lién that
1921.1(144355397_145470346)x3 (Chua dud cd sé di liéu)
arr[GRCh38 AL~ A s .
17 17q12(37885432_382]69360)x1 B Bénh &ng nhi that hoan toan
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Mach -2
18 arr[GRCh38] Quai PMC quay phai
22q11.21(18166089 21562851)x1 (lién quan HC DiGieorge)
19 arr[GRCh38] Theo ddi trd vé bat thudng tinh mach phdi
16p11.2(32513444_33982391)x3 ;

Nhan xét: Cac CNVs gay bénh va cd kha nang gay bénh déu cd su phl hgp véi két qua siéu am
thai. Ty 1€ CVNs gay bénh & cac nhdm thai cé bat thudng tim mach trén siéu am

CNV gay bénh theo déc diém siéu am

7
19

2 13

10 6 5

0 || [ [——

Kéthop bét
thudng co
quan khac
n Miu 19 27 13 3

CNV gay bénh 6 5 1 1

Tim + mach Tim Mach

B Mau ECNVgay bénh
Biéu dé 1: CNVs gdy bénh theo phdn nhém

i siéu a4m thai bat thuong

O biéu dd 1 cho thdy, CNVs gdy bénh &
nhém thai cé két hgp bat thudng co quan khac,
chiém ty 1€ cao nhat 6/19 (31,6%), ti€p la nhdm
c6 bat thudng ca tim va mach chiém ty 1€ 18,5%
(5/27) va thap nhat la nhdém chi cd bat thudng
tim don ddc 1/13 (7,6%).

3.2.3. Két qua CNVs va tuéi me. CO
52/62 thai phu & nhém tudi tir 18-35, 8 nhém
nay phat hién 15 thai c6 CNV trong dé cé 10
thai c6 CNVs gay bénh chiém 19,2% (trong do
c6 2 trisomy18), 2 thai c6 CNV VOUS, 2 thai cd
CNV lanh tinh/ kha nang lanh tinh. Cé 10/62 thai
phu >35 tudi, phat hién 5 thai c6 CNV, trong d6
3 thai phu c6 CNV bénh ly chiém 30% (trong dé
o 1 trisomy18) va 2 thai phu cd thai CNV lanh tinh.

IV. BAN LUAN

Trong 62 thai CHD dudc siéu am phat hién,
ty 1€ thai co bat thudng NST la 21,0%. Trong do
karyotype chi phat hién dugc 4 thai (3 thai
trisomy 18, 1 thai 47, XY,+mar) chiém ty Ié
6,5%, con SNP array phat hién dugc toan bo 13
thai c6 CNV bénh ly (bao gébm ca 4 thai ma
karyotype phat hién dugc). Nhu vay SNP array
da phat hién thém 14,5% so véi phuong phap
lap karyotype. Nghién clu cta ching t6i phat
hién 19 CNV, véi cac kich thudc khac nhau tur
mat doan nhd nhat (gan 800 Kb) dén nhan doan
c6 kinh thudc I6n nhat 1én dén trén 80.000 Kb,
xuat hién & cac NST khac nhau, & cac vi tri khac
nhau nhu vung dau mdat, hay ving gan tam
dong, hay & vung gen quan trong (critical
region). Nghién c(fu cia Duc-Quang Nguyen va
cs cho thdy ti 1&é CNV lanh tinh bat gap cao hon &

132

ving tam dong hay vung dau mut cua NST,
thuGng it chra gen quy dinh protein [7]. Tudng
tu’ v8i nghién cltu cta chung toi, ca 4 trudng hgp
CNV lanh tinh/cd kha ndng lanh tinh thi déu ndm
G vi tri dau mat, tam dong hay gan tam dong
cla NST. biéu nay cho thay kich thudc CNV chua
thuc su dong vai tro quyét dinh y nghia 1am sang
cla CNV ma phu thudc vao vi tri va chifc nang
cla cac gen chira trong vung dé. Tuy nhién kich
thudc clia CNV cang I8n thi cang cd nhiéu cg hoi
chlra nhitng gen quan trong. Trong nghién cttu
cla chdng t6i, thudng kich thudc cia cac bién
thé cd y nghia 1dm sang thudc nhém tidng doan
thudng 16n hon kich thudc bién thé c6 y nghia
ld&m sang clia mat doan. Diéu nay chiing to viéc
mat cac gen chic nang gay hau qua nghiém
trong hon so vdi tang liéu gen. O bang 3 ciing
cho chiing ta thay, bat thudng hinh thai trén siéu
am kha phu hdp vdi ki€u hinh tuong ('ng cua céc
bién thé gdy bénh dugc SNP array phat hién.
Cac bat thudng nay dugc siéu am phat hién vi
vy ¢ thé khdéng phat hién dugc hét cac bat
thudng do cac CNV gay bénh sinh ra. Nhung nhg
nhitng du liéu khdng 16 cla Clinvar, Clingen,
Decipher, OMIM hay Varsome cho ching ta thém
thong tin vé ki€u hinh, ho trg hiéu qua cac bac si
di truyén khi tu van cho thai phu va gia dinh,
gilp ho cé nhitng théng tin dang tin cay dé du
doan, c6 k& hoach cho viéc chdm séc va diéu tri
cho cac bé néu ho van ti€p tuc thai ky.

Theo nghién clru clia Yan Wang va cong su
thuc hién trén 602 thai phu, ti I€ CNV gay bénh
phat hién nhd microarray la 20,8% trong s6 do
cd 52% cac bat thudng so lugng NST; ti 1€ phat
hién CNV LP va VOUS lan lugt 1,3% va 6% [8].
Con vdi nghién cliu cta chang toi, ty Ié CNV gay
bénh dugc SNP array phat hién la 21,0% trong
dé cé 4,8% bat thudng vé s6 lugng NST (3
trisomy18), va 1 trudng hgp karyotype Ia
47 XY,+mar, truéng hdp nay karyotype khéng
xac dinh dugc ngudn gbc cia NST thém vao,
nhung két qua SNP array lai c6 nhan 4 lan ving
22q11.1g11.21 co kich thudc 1.758.249 bp, nhu
vay SNP array da cho chdng ta thdy rd nguén
goc clia vung tang thém va thudc CNV gdy bénh,
két qua siéu am thai phu hgp vdi ving nay. Theo
nghién clu cta chung to6i, SNP array da phat
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hién thém 14,5% CNV gay bénh va 3,2% VOUS
ma karyotype khong phat hién, su khac biét co vy
nghia thong ké véi p<0,05, do tinh cay 95%.
Nghién clu cia Mademont-Soler I va cs thuc
hién nam 2013 chi ra SNP array giup tang thém
8,4% bat thudng di truyén gay bénh tim mach
trong nhdm cd karyotyping binh thudng [9]. Con
theo thong ké cua Jansen va cong su trén 1131
trudng hgp thai co di tat tim mach trén siéu am
tlr 13 nghién ciu, cho thdy microarray tang kha
nang phat hién bién thé gy bénh 1én 7% trong
cac trudng hgp cd karyotyping binh thudng[10].
Theo nghién clru cta ching téi, ty I€ CNV bénh
ly 8 nhom thai chi cé di tat tim don doc thap
nhat (7,6%) va nhom két hgp véi cac bat thudng
khac ngoai CHD la cao nhat (31,6%), tuong tu
vGi két qua clia Hailong Huang va cs (2021), ty Ié
bat thudng NST & nhém thai CHD cé cac bat
thudng khac la 18,5% so vdi nhom thai chi o di
tat tim don ddc 13 5,6% [6].

Nghién cu da chia cac nhém bat thudng
siéu am thai. C6 19 thai co két hgp véi cac bat
thudng khdac ngoai bat thudng tim mach thi phat
hién 6/19 thai c6 CNV gay bénh, trong dé c6 3
trudng hgp trisomy 18, két qua NST, két qua
CNV va siéu am thai déu phu hgp, nhitng hinh
anh siéu am thai déu thé hién nhitng b4t thugng
dugc gap trong hoi chirng triromy 18. Trisomy 18
la mot dang bat thudng sb lugng NST hay gap
trong nhitng thai c6 bat thuéng CHD [6]. Ngoai
ra ¢ nhom nay con cé 3 CVN bénh lién quan véi
mat doan, trong dé 2 trudng hdp mat doan Ién
v@i kich thuéc la 8,65 Mb va 15,87 Mb va 1
trudng hop mat 0,788Mb. Nhu vay mat doan cd
thé kich thudc khong 16n nhung ciing anh hugng
dén kiéu hinh rat nhiéu, gay ra nhiéu bét thudng
hinh thai. O bang 3 vdi 19 CNV dugc phat hién
tir 62 thai CHD, c6 9 CNV nhan doan va 10 CNV
mat doan. Trong s6 nhan doan thi c6 3 thai
trisomy 18. Trong 10 CNV mat doan di hgp tur thi
cd 6 CNV vung mat thubc vung 22g11.2 vdéi
nhitng kich thudc khac nhau thdp nhat la
2.181.146 kb va cao nhat la 3.396.763 kb nhung
nhin chung déu thudc vung chi phéi hoi ching
DiGeorge. V@i kich thudc nay thi khéng thé phat
hién bang karyotype. Theo thdng ké thi 90% HC
DiGreoge lién quan téi mat ving 22q11.2 gay ra
cac triéu chitng 1dm sang phd bién 1a bat thudng
tim mach, ha canxi mau va giam san tuyén (c.
Nhu vay véi 62 thai CHD da cd 6 thai hoi ching
DiGeorge, diéu nay cling cho thay thai hoi ching
DiGeorge thi bat thudng tim mach gdp phé bién.
Khong gi6bng nhu cac trudng hgp léch boi, dac
biét la thai hoi chirng Down thi & nhém thai phu

> 35 tudi ty 1& thai Down nhiéu hon c6 y nghia
thdng ké so vdi nhém thai phu < 35 tudi. Con vdi
cac thai CVN gay bénh (loai trir cac CNV lién
quan vdi cac léch b6i NST) thi chdng t6i ciing
khong thady rd méi lién quan gitta tudi me vdi cac
CNVs gay bénh. Su thém, mat NST & kich thudc
ma karyotype khong phat hién dugc xuat hién &
tat cd cac nhom tudi thai phu, khéng cé su’ khac
biét gilta cdc nhdm tudi thai phu.

V. KET LUAN

SNP array da phat hién 21,0% cac CNV gay
bénh & thai nhi c6 di tat tim mach trén siéu am.
CNV gay bénh dugc phat hién vdi ti I1é cao nhat &
nhom da di tat, thdp nhat & nhom di tat tim dan
doc. SNP array da phat hién thém 14,5% CNV
gay bénh va 3,2% CNV VOUS ma karyotyping
khong phat hién dugc. Nhu vay SNP array la mot
cdng cu chan doan trudc sinh cua thai CHD cd
hiéu qua trong phat hién cac nguyén nhan di
truyén cua CHD va cung cdp nhitng hiéu biét co
giad tri d& danh gia chinh xac tién lugng cho thai
trong qua trinh tu van trudc sinh,

VI. LOI CAM ON

Ching to6i xin tran trong cam dn Ban gidm
doc Bénh vién Phu San Trung uong, Quy dong
nghiép tai Trung tdm Chan doan Trudc sinh,
Phong nghién cltu khoa hoc thudc bénh vién Phu
san Trung udng da gilp d& d€ ching tdi hoan
thanh nghién citu nay. Nhém nghién clitu cam két
khéng cd xung dét Igi ich vdi bat ky t& chirc, ca
nhan nao tur két qua nghién ctru. Nghién ciu nay
thudc dé tai cdp bd “UNG DUNG KY THUAT SNP
MICROARRAY TRONG CHAN DOAN TRUOC SINH
CAC BAT THUONG DI TRUYEN CUA THAI” do PGS.
TS. Tran Danh Cung lam chu nhiém dé tai.
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VAI TRO CUA CAC CHi SO SOC TRONG TIEN LUONG
BENH NHAN BONG NANG

TOM TAT

Muc tiéu: Danh gia vai tro cla cac chi s6 sGc
trong tién lugng bénh nhan ngudi I16n bong nang. PO
tugng va phucng phap nghién ciru: Nghién clu
héi cuu trén 173 bénh nhan (BN) bong ngudi 16n nhap
vién trong vong 6 gid sau bong tai Khoa hdi stc cap
cru, Bénh V|en Bong Quoc gia tor 1/1/2021 -
31/10/2022 6 dién tich bong tir 30% dién tich co the
(DTCT) tré 1én. BN dugc ch|a lam hai nhém citu séng
va tr vong, dugc so sénh vé dac dlem benh nhan, dac
diém tén thu‘dng bong va cac chi s6 soc. Dung ROC
test phan t|ch g|a tri tién lugng tir vong cla cac yeu
t6. K€t qua: Ty Ié tr vong la 29,48%. Cac bénh nhan
c6 SI tang chiém da s6 (72 83%) So véi nhém song
sét, nhom tir vong ¢ chi s6 s6c, chi sd s6c sua ddi va
chi s8 sbc theo tudi 16n hdn oy nghla (p <
0=0,0001). Ngudc lai, chi s6 sdc dao ngugc & nhom tr
vong thap han nhém sdng sét, su’ khac biét co y nghla
thong ké (p = 0,0001). Khi phan tich da bién cho tur
vong, chi s6 s6c theo tu0| cung vdi dién tich bong sau
va bong h6 hap cé mai lién quan doc lap vai tor vong.
PhGi hop 3 chi s6 dién tich bong sdu, bong hd hap va
chi s s6c theo tudi thi gia tri tién Ierng tr vong rat
tét (AUC = 0,95; d6 nhay: 88 ,16%; do dac hiéu:
90,15%), cao hdn cd y nghia so vdl don lé tUng yéu t0
(p < 0,001). K&t luén: Chi s6 sbc theo tudi cung V(i
dién tich bong sau va bong ho hap la nhiing yeu toé
tién lugng déc lap t&r vong & bénh nhan béng. Gia tri
tién lugng tlr vong clia chi sd sdc theo tudi két hgp véi
dién tich bdng sau va béng h6 hap la rat tét (AUC =
0,95).
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14 khoa Chi s6 s6c, chi s6 s6c stra déi, chi s6
sdc theo tudi, bong.

SUMMARY

ROLE OF SHOCK INDEX IN PREDICT

MORTALITY IN BURN SEVERE PATIENTS

Objectives: To evaluate the role of Shock Index
in predict mortality in burn severe patients. Subjects
and methods: A retrospective study was conducted
on 273 adult burn patients (16 — 65) with burn extent
> 30% total body surface area (TBSA) hospitalized
within 6 hours postburn in the ICU, National Burn
Hospital from 01/01/ 2021 - 31/10/2022. Patients
were divided into two groups of survival and death,
compared in terms of patient characteristics, burn
features and shock index. Using ROC test to analyze
the mortality prognostic value of factors. Results: The
mortality rate was 29.48%. The majority of patients
with increased SI (72.83%). Compared with the
surviving group, the mortality group had significantly
greater shock index, modified shock index and age
shock index (p < 0=0.0001). In contrast, the reverse
shock index was lower in the mortality group than in
the surviving group, the difference was statistically
significant (p = 0.0001). Multivariate analysis showed
that the age shock index with thickness of burn area
and inhalation injury was independently associated
with mortality. Combining the age shock index with
thickness of burn area and inhalation injury has a very
good predictive value of mortality (AUC = 0.95;
sensitivity 88.16%; specificity 90.15%), significantly
higher than for each factor alone (p = 0.0001).
Conclusion: The age shock index with thickness of
burn area and inhalation injury are independent
predictors of mortality in burn patients. The predictive
value of mortality of age shock index with thickness of
burn area and inhalation injury is very good.

Keywords: shock index, modified shock index,
age shock index, burns.



