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vG8i nhdm NB cd triéu ching bénh nang va ro
hon. Nhdm NB cé diém van dong tir binh thudng
dén nhe theo thang UDPRS ciing c6 kha ndng
tuan tha cao han 3,4 lan so v8i nhdm NB cd
diém UDPRS tir trung binh dén nang. NB nhe
tuan tha tot hon cling 1a digu dé hiéu va cd thé
giai thich dugc vi khi bénh con nhe ho chi dong
hon trong cac hoat dong s6ng hang ngay va két
qua nay ciling tuang tu nhu két qua cua mét so
nghién cdu khac [5-7]. Tuy nhién diéu dang
quan tam la véi NB Parkinson thi bénh nang dan
theo thgi gian [8] nén nguy cc khong TTDTT

ngay cang I6n vi vy cang can phai quan tam dé

tao thdi quen TTDTT mot cach bén vifng cla
ngudi bénh.

V. KET LUAN VA KHUYEN NGH]|

Ty |é TTDTT t6t cla NB Parkinson chua cao
(65%), trong d6 65% quén thudc, 33,1% bd
diéu tri, 20% bd bdt thudc va 20% ubng thém
thuc phdm chic ndng (TPCN).

Mot s6 yéu to lién quan cd y nghia thong ké
dén TTDTT gom: sO loai thuc udng, cé kha nang
tu sinh hoat dugc, mic d6 bénh-diém van dong
theo thang diém MDS-UPDR va cé BHYT. Can
tang cuGng erdng dan, tu van cho NB vé& tam
quan trong clia TTDTT. Nén ap dung cac bién

phap can thiép dé tang Cerng su' tuan tha nhu:
nhdc udng thudc, ho trg x& hoi, ho trg BHYT.
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KHAO SAT TY LE NHIEM, TAI NHIEM VA PHAN BO KIEU GEN
VIRUS VIEM GAN C TREN NGU'O'l PEN KHAM
TAI BENH VIEN PAI HOC Y DUQ'C TP.HCM
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TOM TAT .
bat van dé: Viém gan C la tinh trang nhiém
trung gan gay ra do virus viém gan C (HCV). Viém gan
C cb thé dan dén nhiéu bién chlrng nghiém trong, bao
gbém xd gan, ung thu gan. Viém gan C la bénh cd the
diéu tri khoi nhung ti 1é thanh cdng vdi didu tri viém
gan C van con khac nhau tuy theo kleu gen. Bénh
nhan sau khi da diéu tri thanh c6ng van cé nguy cc bj
téi nhiém do cd thé khong ¢d cd ché mien dich chong
lai virus HCV. Muc tleu Xac dinh ty 1é nh|em viém
gan C, ty 1& tai nhiém viém gan C va ty Ié cac kiéu gen
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Tran Nhat Phuong Anh', Nguyén Tén Hiép!

virus HCV trén ngudi dén kham sutic khoé tai Bénh vién
Pai hoc Y Dugc TP.HCM nam 2020. DGi tugng-
Phuong phap Nghién ciru cat ngang dugc thuc hién
tai Bénh vién Dai hoc Y Dugc TP.HCM. Hoi clru dif liéu
bénh &n tat ca ngch‘fi dén kham tai Bénh vién Pai hoc Y
Dugc TP.HCM 6 chi dinh xét nghiém HCV RNA va anti
HCV. K&t qua: Nghién c(iu trén 2177 bénh nhan véi d6
tudi trung binh 13 55,5 + 14,0 tudi, ty I&6 HCV RNA
duong t|nh chiém ty Ie 33, 76% Phan tlch kiéu gen cua
cac ca c6 HCV RNA derng tinh, kiéu gen 1 va 6 pho
bién nhat vdi ty 1€ lan lugt la 35 52% va 18,58%, kiéu
gen 2 chiém 10,66% va thap nhat la kifu gen 3 Vdi
0,27% tbng s6 ca, 6 tru’dng hgp | nhiém dong thai 2 kiéu
gen chiém 0, 82% Ty & tai nhlem virus HCV ghi nhan
dugc la 3, 01% véi kiu gen 1 va 6 chiém da s6. Két
luan: Ty 1& nh|em va tai nhlem virus viém gan C lan
UGt 13 33,76% va 3, 01%. Kiéu gen phd bién nhat trén
nhém dan s8 _nay 13 kidu gen 1 va 6. T khoa: ty 1é
nhiém, tai nhiém, kiéu gen, viém gan C.
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SUMMARY
THE PREVALENCE, RE-INFECTION RATES,
AND GENOTYPE DISTRIBUTION OF HEPATITIS
C VIRUS IN PATIENTS AT UNIVERSITY

MEDICAL CENTER HO CHI MINH CITY

Introduction: Hepatitis C is a liver infection
caused by the hepatitis C virus (HCV). Hepatitis C can
lead to serious complications, including cirrhosis, liver
cancer, and death. Hepatitis C is a treatable disease,
but the success rate of hepatitis C treatment varies
depending on the genotype. Patients who have
successfully been treated still have a risk of reinfection
because the body does not have an immune
mechanism to fight against the HCV virus.
Objectives: To determine the prevalence of hepatitis
C infection, the rate of hepatitis C reinfection, and the
prevalence of HCV virus genotypes among individuals
who came for health check-ups at the University
Medical Center in Ho Chi Minh City in 2020. Methods:
A cross-sectional study was conducted at the
University Medical Center in Ho Chi Minh City. Medical
records of all individuals who came for check-ups and
were tested for HCV RNA and anti-HCV were collected.
Results: The study included 2177 patients with an
average age of 55.5 + 14.0 years. The proportion of
positive HCV RNA was 33.76%. Genotype analysis of
HCV RNA-positive cases showed that genotypes 1 and
6 were the most common, with rates of 35.52% and
18.58%, respectively. Genotype 2 accounted for
10.66%, and genotype 3 was the least common,
accounting for only 0.27% of all cases. Six cases were
infected with two genotypes simultaneously,
accounting for 0.82%. The reinfection rate with HCV
was 3.01%, with genotypes 1 and 6 being the most
common. Conclusion: The prevalence and reinfection
rate of hepatitis C in this study were 33.76% and
3.01%, respectively. The most common genotypes of
HCV were 1 and 6. Keywords: prevalence,
reinfection, genotype, hepatitis C.

I. DAT VAN PE

Theo T8 chiic Y t& thé gidi (WHO), tinh dén
nam 2023, viém gan C la mot van dé stic khoe
toan cau vdi khoang 58 triéu ngu’d| mac viém
gan C man tinh, 1,5 triéu ca mdc mdi moi ndm
va khoang 290 000 ngudi tir vong, cht yéu do xd
gan va ung thu bi€u md t&€ bao gan. Bénh lay
truyén qua dudng mau va tiép xuc, nguy cd cao
¢ nguGi nhiém HIV, tiém chich ma tuy, quan hé
tinh duc khdng an toan, tré sd sinh c6 me nhieém
HCV va cac bénh nhan cé suy gidm mien dich.
Bénh hién chua cd vac xin, tuy nhién, ty 1& diéu
tri khdi hon 95%, nhung kha ndng tiép can chan
doan va dugc diéu tri con thap [1].

Virus viém gan C (HCV) c6 cau truc di truyén
sgi don RNA, thudc ho Flaviviridae, cd 7 ki€u gen
va 67 kiéu phu d3 dugc xac dinh. Trong do, kiéu
gen 1 va 6 thudng gap & Viét Nam [1]. Theo B6
Y t€, chan doan méac viém gan C chl yéu la xét

nghiém tim khang thé ddc hiéu (Anti HCV
antibody) dua trén cac xét nghiém mién dich
men da dugc chap thuan, nhung cac xét nghiém
nay khong xac dinh dugc la bénh nhan bi nhiem
HCV c8p, man hay da khoi, mat khac su’ chuyén
doi huyé’t thanh cling xay ra mudn hon su' xuat
hién clia HCV RNA[2]. Sau khi chan doan xac
dinh, xét nghlem ki€u gen HCV dudc st dung dé
xac dinh kiéu gen HCV. Mdi kiéu gen dap u’ng vGi
mot phac do diéu tri khac nhau. Vi vay, xét
nghiém ki€u gen HCV s& gilp cho bac si dua ra
dugc phac do diéu tri phu hgp véi tirng trudng
hgp cu thé, gilp bénh nhan tiét kiém dudc chi
phi va thdi gian diéu tri [3].

Viém gan C la bénh cd thé diéu tri khoi
nerng ti 1€ thanh cong vdi diéu tri viém gan C
van con khac nhau tuy theo ki€u gen, vi vay viéc
lua chon ti€p tuc diéu tri hay ngung diéu tri ti€p
tuc trén mot s6 bénh nhan la rat quan trong. Su
dung két hop Peginterferon alpha vd@i Ribavirin
van la lua chon hang dau dé diéu tri virus viém
gan C vdi chién lugc diéu tri da dugc téi uu hoda.
Hai co ban cla chién lugc nay la diéu tri can cr
vao kiéu gen (Genotype — guided therapy) va theo
dap Ung virus (Response — guided therapy)[4].
Bénh nhan dudc xem la diéu tri khoi khi tai lugng
HCV RNA dugi nguGng phat hién & tuan tha 12
sau khi két thuc diéu tri. Tai phat HCV la tinh
trang phat hién HCV duong tinh trong mau sau
khi nguGi bénh da dat dép rng mién dich bén
vUng, thudng hi€ém khi xay ra. Trong khi dd, tai
nhiém HCV van c6 nguy cd sau khi da diéu tri
thanh cdng, khi bénh nhan da dugc diéu tri khoi
nhung nhieém t& mét nguén khac [5]. Xét nghiém
HCV RNA dugc thuc hién lai sau 1 va 3 thang tinh
tlr lGc bat dau diéu tri nhdm muc dich dinh hudng
va ra quyét dinh phu hgp cling nhu rGt ngdn hodc
kéo dai thdi gian diéu tri.

_Tai Viét Nam, da c6 cac nghién ctiu vé ty 1&
nhiém viém gan C va ty & phan bs cac kiéu gen
HCV theo tung vi tri dia ly hay cac nghién clu vé
dong nhiém viém gan C trén nén viém gan B,
HIV va lao. Cac nghién clru cho thay ty Ié tai
phat viém gan C rat thdp sau diéu tri, cu thé Ia
0,05% trong 5 nam & nhém d6i tugng nguy co
thap, va 1én dén 10,67% trén nhdm d6i tugng c6
nguy cd cao [5]. Cac nghién clu dich té viém
gan ludn can dugdc cap nhat qua thai gian va dia
diém. Vi vay, nghién clfu nay dugc thuc hién dé
xac dinh ty I€ nhiém viém gan C, ty Ié tai nhiém
viém gan C va ty Ié cac genotype virus HCV trén
ngudi dén kham va diéu tri tai Bénh vién Pai hoc
Y Dugc TP.HCM trong nam 2020 nham cung cap
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thém thong tin vé tinh hinh nhiém va ti nhiém
viém gan C tai mOt cd sd cham soc stc khoé dua
vao cong dong I8n tai mién nam Viét Nam.

II. DOl TUONG VA PHU'ONG PHAP NGHIEN CU'U

Poi turogng nghién clru: Tat cd ngudi dén
kham tai Bénh vién Dai hoc Y Dugc Thanh phd
HO Chi Minh c6 két qua xét nghiém HCV RNA va
anti HCV trong khoang thsi gian tUr thang
01/2020 dén 12/2020. ”

Tiéu chudn chon mau: Ngudi dén kham tai
Bénh vién Dai hoc Y Dugc TP.HCM, co6 chi dinh
va két qua xét nghiém HCV-RNA, anti HCV trong
thdi gian ti€n hanh nghién ctru.

Phuong phap nghién ciru

Thiét ké nghién cau: mé ta cat ngang

Cac budc tién hanh:

Budc 1: H6i cru ho so bénh an, chon tat ca
nhitng ngudi du tiéu chudn tham gia nghién clu
trén hé thGng bénh an dién tr t ngay 1/2020
dén 12/2020.

Budc 2: Thu thap cac thong tin nén, cac dac
diém lam sang, chan doan cla bac si chuyén khoa
va két qua xét nghiém dinh tinh HCV RNA, anti
HCV, két qua xét nghlem ki€u gen HCV (néu co)

Budc 3: banh gia ty 1€ nhlem ty 1é phan b6
k|eu gen trén bénh nhan nhiém HCV va ty 18 tai
nhiém virus HCV & bénh nhan.

Phuong phap dinh luong HCV-RNA va
kiéu gen HCV tai Khoa Xét nghiém, Bénh
vién Pai hoc Y Duoc TP.HCM: Xét nghiém
dinh lugng HCV RNA dudc thuc hién bang
phuang phap Realtime PCR. Phuang phap nay st
dung mdt doan mdi ddc hiéu dé€ gan vao RNA
cla virus. Sau do, RNA dugc phién ma ngugc
thanh DNA. DNA dugc khuéch dai bang phan
ing chudi trung hgp PCR. Trong moi chu ky
khuéch dai, s6 lugng DNA tang gap doi. B6 doc
tin hiéu bén trong mady PCR ghi nhan tin hiéu
huynh quang t DNA. Tin hiéu huynh quang
dugc SCI’Ndl_.Ing d€ tinh todn néng dd virus HCV
trong mau. Xét nghiém xac dinh HCV genotype
cling st dung phugng phap Realtime PCR dé& xac
dinh ki€u gen. Moi ki€u gen HCV s& dugc xac
dinh bdng mot doan modi dac hiéu dudc thiét ké
riéng cho kiéu gen dé.

Van dé y dirc: Nghién clru thong qua Hoi
dong bao duc trong nghién clru y sinh hoc cc s@
sO 124/GCN-HDDD.

IIl. KET QUA NGHIEN cU'U

Thong tin nén cua mau nghién ciru. TU
thang 1/2020 dén thang 12/2020, chung to6i ghi
nhan dugc 2177 bénh nhan dén kham va diéu tri
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tai BVDHYD cé chi dinh xét nghiém HCV RNA va
anti HCV vdi d6 tudi trung binh 13 55,5 + 14,0
tudi. Trong d6, bénh nhan nam cé dé tudi trung
binh 13 57 va bénh nhan ni¥ cé dé tudi trung binh
la 58.

Béang 1. Pic diém nén cua mau nghién
ciu (n=2177)

Pacdiém| Gidatri | Tan sé (n) [Tilé (%)
. Nam 1007 46,26
Gidi tinh NG 1170 53,74
Dugng tinh 732 33,76
HCV RNA =3 tinh 1445 66,38
Bénh nhan nir chiém ti 1€ cao hon Véi

53,74%, bénh nhan nam chiém 46,26% trén
tdng s6 d6i tugng tham gia nghién clu. Két qua
xét nghiém clia 2177 bénh nhan cho thay cé 732
trudng hgp cd két qua HCV RNA dugdng tinh,
chiém 33,76% va 1445 trudng hdp cd két qua
am tinh, chiém 66,38%. Ty |é derng tinh cao
hon cac nghlen clu cat ngang xac dinh ty 1é
nhiém viém gan C trén nhém dan s6 ngoa| cdng
dong trudc do, nhu cla Do, S. H va cong su tai
Binh Thuan vc’fi ty 16 HCV RNA dudng tinh la
1,8%, tinh Tra Vinh véi ty |1é duong tinh la
1,01% [6]. Diéu nay c6 thé do d6i tugng nghién
cu bao gébm ngudi dén kham tai phong kham
viém gan va ca nhitng nguGi dén kham sirc khoé
tai bénh vién nén dan dén ty Ié cao haon so vai ty
Ié chung trong cong dong. Ty |é hién mac trén
thé gidi udc tinh khoang 2,5%, dao dong khoang
2,9% & Chau Phi va 1,3% & Chau My, khac nhau
tuy theo khu vuc dia ly va dan cu [7]. Tai Viét
Nam, cac nghién cltu thuc hién & cac ving khac
nhau da bao cdo ti 1€ luu hanh HCV tir 2,0 -
2,9% & ngudi I6n [8]. C khac biét dang ké vé s
liéu thong ké ti 1€ lvu hanh theo mdc d6 nguy co
theo nhitng bdo cdo khac nhau trong y van vdéi
d6 dao dong tir 0,8 — 21% [8] tuy ddi tugng va
dia diém nghién clu.

Biéu db 1. Phén bé kiéu gen HCV trén ngudi ¢
két qua HCV RNA duong tinh (n=732)

K& qua phan tich ki€u gen cua cac ca cd

HCV RNA dudng tinh cho thay, trong cac kiéu

gen dugc khado sat, ki€u gen 1 chiém ti I& cao
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nh&t véi 260 trudng hop (35,52%). ki€u gen 6
chiém ti 1é cao thr hai vdi 136 trudng hgp
(18,58%). Kiéu gen 2 cd 78 trudng hop chiém
10,66% va thdp nhat 1a ki€u gen 3 vdi 2 trudng
hgp chiém 0,27%. Bén canh do6, két qua ghi
nhan dugc dugc cé 6 trudng hgp nhiem dong
thdi 2 ki€u gen chiém 0,82%. K&t qua nay tuong
ddng vdi cac nghién clru vé phan bd kiéu gen
HCV trudc do tai Viét Nam, cho thay 2 ki€u gen
phd bién nhat 13 1 va 6 [9]. Két qua nay tuong
dong vGi cac nghién clu trén thé gidi tim thay
HCV ki€u gen 1 phd bién nhét (49,1%), trong khi
ty 1& ki€u gen 5,6 chiém dudi 5% trén tong sO ca
nhiém va chi xuat hién ¢ mét vai vung dia ly [7].
Khong xac dinh dugc ki€u gen cd 7 truGng hgp
chiém 0,96%, do nong d6 RNA trong mau thap
hon ndng do can thiét dé xac dinh kiéu gen. S
ca duong tinh khong thuc hién genotype la 243
ca, chiém 33,20% trén tdng s8, nguyén nhan c6
thé 1a do bac si sir dung phac d6 cé hiéu qua
diéu tri vGi tat ca cac kiéu gen nén khdng chi
dinh thuc hién xét nghiém ki€u gen hodc do
bénh nhan khong dong y thuc hién xét nghiém vi
ly do tai chinh.

Bang 2. Phén bé ty 1€ tdi nhiém HCV
theo kiéu gen trén nhom déi tuong nghién
cuu (n=22)

Tanso | Tilé

(n) (%)

Tai nhiém kiéu gen 1 7 31,82

Tai nhiém kiéu gen 2 2 9,09

Tai nhiém kiéu gen 6 8 36,36
Tai nhiém kiéu gen khac véi

ban dau 1 435

Khdong cd thdng tin ki€u gen 4 18,18

Tong cong 22 100,00

Sau khi phan tich két qua lam sang cta 732
ca dudng tinh, ching t6i ghi nhan cé 22 ca tai
nhiém, chiém ty |€ 3,01%. Trong do, s6 ca tai
nhiém véi ciing kiéu 1 va 6 chiém s6 lugng uu
thé&, khoang 30% cho moi kiéu gen. Két qua
khdng ghi nhan cé bénh nhan tai nhiem vdi ki€u
gen 3. Mot trudng hgp tai nhiém vdi kiéu gen
khac dugc ghi nhan (nhiém ci véi kiéu gen 1 va
nhiém mdi Vi, ki€u gen 2), chiém 4,55%. Trong
cac ca tai nhiém cé bon trudng hap co két qua
duong tinh sau khi da két thac diéu tri nhu‘ng
khdng thuc hién kiéu gen. Nghién clu cla
Simmons va cdng su’ chi ra rang, nguy co tai
nhiém virus HCV la thap, nhung van cé kha nang
Xay ra, ty 1é nhiém trd lai virus HCV trong 5 ndm

trén nhom bénh nhan nguy co thap chi 0,95%
sau khi dat dugc dap Ung virus bén virng
(sustainable virological response) va ty Ié nay Ién
dén 10,65% trén nhém doi tugng nguy co cao
[5]. Ty |é tai nhiém trén dan sG nay cao han so
vGi cac nghién clru trudc dé do nhom dan so
dudc nghién cru bao gom ca nhirng nguGi nguy
cd cao va thap, cac yéu té nguy cd cua bénh
nhan chua dugc danh gia, day ciing la han ché
cla nghién clu nay.
IV. KET LUAN

Nghién ctu trén 2177 bénh nhan dén kham
va diéu tri tai Bénh vién Dai hoc Y Dugc véGi do
tudi trung binh la 55,5 + 14,0 tudi, ty Ié HCV
RNA duaong tinh chi€ém ty 1€ 33,76%. Phan tich
kifu gen cla cdc ca c6 HCV RNA duadng tinh,
ki€u gen 1 va 6 phd bién nhat véi ty I€ [an lugt 13
35,52% va 18,58%, ki€u gen 2 va 3 it gép hon
trén nhom dan s6 nghién ciu. C6 6 trudng hgp
nhiém déng thdi 2 ki€u gen. Ty & tai nhiém HCV
ghi nhan dugc la 3,01% vd&i genotype 1 va 6
chiém da so.
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